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Table 1. Enriched Gene Ontology (GO) Terms among DEG in common to both tuSz1 

and hopTum  

GO Term Fold enrichment FDR 

Upregulated genes   

Defense response to other organism (GO:0098542) 2.58 0.014 

Response to external stimulus (GO:0009605) 2.11 2.6 x10-4 

Proteolysis (GO:0006508) 2.87 1.2x10-9 

Cellular lipid metabolic process (GO:0044255) 2.43 0.022 

   

Downregulated genes   

Developmental process (GO:0032502) 1.59 4.7x10-4 

Regulation of multicellular organismal development 
(GO:2000026) 

2.24 0.015 

Tissue morphogenesis (GO:0048729) 2.15 0.029 

Cell fate commitment (GO:0045165) 2.99 0.005 

 
Table 2. Enriched GO Terms among tuSz1 specific DEGs 

GO Term Fold enrichment FDR 

Upregulated genes   

Negative regulation of antimicrobial peptide 
biosynthetic process (GO:0002806) 12.42 0.031 

Chitin-based cuticle development (GO: 0040003) 2.89 4.9x10-6 

Oxidoreductase activity (GO: 0016491) 2.80 5.4x10-13 

Generation of precursor metabolites and energy 
(GO:0006091) 2.32 0.023 

Carbohydrate derivative metabolic process 
(GO:1901135) 2.14 5.0x10-5 

Alpha-amino acid metabolic process (GO:1901605) 3.29 0.006 

Lipid metabolic process (GO:0006629) 1.98 0.003 

   

Downregulated genes   
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Tissue morphogenesis (GO:0048729) 2.43 2.3x10-4 

Establishment of tissue polarity (GO:0007164) 4.17 0.049 

Appendage development (GO:0048736) 2.63 0.004 

Central nervous system development (GO:0007417) 2.53 0.042 

Cell differentiation (GO:0030154) 1.53 0.043 

Pattern specification process (GO:0007389) 2.09 0.035 

Regulation of cell communication (GO:0010646) 1.83 0.025 

Positive regulation of stem cell proliferation 
(GO:2000648) 9.6 0.003 

Metamorphosis (GO:0007552) 2.42 0.002 

 
Table 3. Expression of PGRP family genes in tuSz1 and hopTum compared to w1118 
control larvae. 

Gene Pathway Function tuSz1 log2FC hopTum log2FC 

PGRP-LA IMD Positive Regulator -0.38 -0.30 

PGRP-LB IMD Negative Regulator 1.83* -0.18 

PGRP-LC IMD Positive Regulator -1.12 -0.63 

PGRP-LD Unknown Unknown -2.77* -0.81 

PGRP-LE IMD Positive Regulator -.018 -0.75 

PGRP-LF IMD Negative Regulator 1.37* 0.32 

PGRP-SA Toll Positive Regulator 1.67 0.99 

PGRP-SB1 IMD Immune Effector -0.92 -1.95 

PGRP-SB2 IMD Immune Effector Not detected Not detected 

PGRP-
SC1a IMD Negative Regulator 3.46* 1.70 

PGRP-
SC1b 

IMD Negative Regulator 3.38* 1.51 

PGRP-SC2 IMD Negative Regulator 1.23* -0.19 

PGRP-SD Toll Positive Regulator 0.66 -0.83 

* indicates FDR < 0.05 compared to w1118 control; log2FC = log2 Fold Change 
 
Table 4. Number of differentially expressed ncRNAs of each class that are upregulated 
and downregulated in the indicated genotype in comparison with w1118 control larvae. 
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 tuSz1 hopTum Both mutants 

ncRNA Class Up Down Up Down Up Down 

lncRNAs 55 136 53 130 14 68 

miRNAs 0 5 4 1 0 1 

snRNAs 1 2 3 1 1 1 

snoRNAs 2 2 4 1 2 1 
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