
Robust Global Regulations of Gene Expression in 
Biological Processes:  

A Major Driver of Cell Fate Decision Revealed 
 

Masa Tsuchiya1,2 and Masaru Tomita1,2        Midori Hashimoto 
１Institute for Advanced Biosciences, Keio University,         

Tsuruoka, 997-0035, Japan. 
2Sytems Biology Program, School of Media and Governance,

Keio University, Fujisawa, 252-8520, Japan. 
 

tsuchiya@ttck.keio.ac.jp 
mt@sfc.keio.ac.jp 

 

Graduate School of Frontier Science, 
The University of Tokyo, 

Kashiwa, Chiba, 277-8564, Japan 
 
 

Midori_84-10a@nenv.k.u-tokyo.ac.jp 
 

  
 
 

Abstract– One of the fundamental mysteries in biology is to 
grasp how a cell can choose a specific cellular process in 
coordinating complex multi-molecular interactions through 
DNA, RNA, proteins and metabolites. We investigated the 
existence of guiding principles in gene expression dynamics for 
three distinct processes: i) the innate immune response of 
macrophages to lipopolysaccharide (LPS) stimulation, ii) 
interleukin 12 (IL-12) and IL-4 stimulated naive CD4+ T cell 
differentiation into helper T1 and T2 cells, and iii) HL-60 cell 
differentiation into neutrophil. We found that for all processes, 
forming groups of genes reduces gene expression fluctuations, 
revealing the emergent hidden collective genome-wide (global) 
expression dynamics and their biological roles. This 
demonstrates an important role of lowly expressed genes, which 
have been considered insignificant and noisy, as key players for 
collective global dynamics. Moreover, in neutrophil 
differentiation, there are specific gene ensembles (collectively 
named “genome vehicle”) responsible for the cell fate, and the 
collective motion of lowly and moderately variable genes within 
the genome vehicle guides whole genome expression dynamics 
to the neutrophil cell state. Elucidation of biophysical origin for 
the global guiding principle might provide a breakthrough 
understanding of how a genome can control cellular processes 
such as cell fate and differentiation.   
 
Index Terms - gene expression dynamics, global 
regulation, innate immune, cell differentiation, biological 
attractor. 
 

 
I. INTRODUCTION 

 
A large number of molecules constituting of DNA, RNA, 

proteins and metabolites in a cell interact with each other to 
execute numerous inter- and intracellular processes in 

response to environmental changes or physiochemical 
perturbations. Forming a large degree of interconnectivity, 
cells control and self-regulate vital cellular processes such as 
the immune responses, cell cycle, cell division and 
differentiation. It is truly intriguing to grasp how a specific 
path during cellular process such as differentiation can be 
chosen from vast number of combinatorial possibilities that 
can arise through the complex multi-molecular interactions. 
The basis for such determinism may stem from the formation 
of attractor states in cellular processes [1,2]. The concept of 
an attractor was developed in a dynamical system, where the 
whole system evolves dynamically towards an attractor set 
such as a point, a curve, and a manifold. Metaphorically, C. 
H. Waddington [3] suggested that a cell fate would be 
determined toward a local minimum (attractor) on epigenetic 
energy landscape, where a series of “valleys” and “ridges” 
describe stable cellular states (local minima) and barriers 
(local maxima) between those states, respectively. The 
epigenetic landscape is a proposal for the existence of global 
molecular regulation in cell fate decision. 

To grasp global regulation of gene expressions in complex 
cellular systems, we investigated three distinct processes, i) 
the innate immune response of macrophages to LPS, ii) 
IL-12 and IL-4 stimulated naive CD4+ T cell differentiation 
into helper T1 and T2 cells, and iii) HL-60 cell 
differentiation into neutrophil cells. In studies of large-scale 
high-throughput gene expression such as microarray, 
estimation of signal intensity is difficult because of 
unspecific binding affinity between probes and targets 
mRNAs, and especially in the low level expression changes, 
the effect of noises, compared with specific binding activity, 



 

is likely larger than that for highly variable genes (more than 
2-fold change in expression values from t0).  

To overcome the difficulties of dealing with single gene 
expression noises, we grouped genes of wildtype whole 
genome into k ensembles,   (i = 1,2,…k), where  is ith 
group in wildtype genome, , its average expression value, 
integer k for N/n, and  n is the number of genes in a group; for 
LPS innate responses of macrophages and naive CD4+ T cell 
differentiation, groups are made according to expression 
changes between initial and different times, whereas for 
HL-60 cell differentiation having enough time-points, 
grouping is based on expression variation, where average 
value of each gene expression in time is subtracted from its 
expression, and genes are sorted by standard deviation in 
time. We found that average expression value, , for the 
corresponding group at different time point or different 
genotype follows an asymptotic curve,  

 , constant, i.e., ,    (1) 
 
as k is increased, showing gene expressions of a group 
fluctuating around the asymptotic curve. This is an evidence 
of global regulation of gene expressions; otherwise the 
points, {( , )}, were scattered over the space.  

Notably, finding (1) uncovers 1) for one hour, even single 
knock out of a signaling molecule, myeloid differentiation 
primary response gene (88) (MyD88), in LPS simulated 
microphages can switch thousands of up-regulated gene 
expressions in wildtype to down-regulation, whereas 
TIR-domain-containing adapter-inducing interferon-β 
(TRIF) KO down-regulates thousands of gene expressions 
slightly from the wildtype response [4], 2) for T-cell 
differentiation, global switching behavior of gene expression 
between help T1 and T2 differentiations occurs, and 3) for 
HL-60 cell differentiation, asymptotic gene expression 
dynamics exhibits oscillating behaviors during 
differentiation process [5]. Furthermore, elucidating a role of 
global regulation in neutrophil differentiation, we 
demonstrated the existence of specific gene ensembles 
(collectively named “genome vehicle (GV)”) responsible for 
the cell fate. The collective motion of lowly and moderately 
variable genes within the GV is to guide cell fate of the 
whole genome from HL60 to neutrophil cells [5]. 

These results revealed emergent hidden global regulations 
in genome-wide gene expression, driving orchestrated 
diverse regulations of biological processes [4-6]. This stems 
from cooperative effect of genome-wide gene expressions at 
cell population level. These global regulations of gene 
expressions do not change genetic code, and hence, the 
existence of guiding principles in DNA structural changes 
[7,8] associated with possible genome-wide epigenetic 
modifications might be suggested.  
 

 

II. GLOBAL LPS SIMULATED INNATE IMMUNE 
RESPONSES 

 
To investigate gene expression dynamics in LPS 

simulated innate immune response on macrophages, we 
evaluated the correlation structure of Affymetrix mouse 
expression data for wildtype, MyD88 knockout (KO), TRIF 
KO, Double KO (DKO) at 0, 1 and 4 hours. Upon LPS 
binding, TLR4 triggers two major intracellular pathways, the 
MyD88-dependent and TRIF-dependent pathways to 
generate innate immune response; Pearson auto-correlation, 
r(x,y), i.e., angle between two n-dimensional expression 
vectors, x and y, is calculated: 

r(x, y) =
(xi − x)(yi − y)
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where X = (x1 − x,x2 − x,..., xn − x), Y=(y1 − y,y2 − y,..., yn − y) , 

x  and y are mean values of expressions, θ is angle between 
two expression vectors, and  n is 22690.  The vector x 
represents whole genome gene expression of a genotype 
(wildtype, KOs) at t = 0 and y for other time point.  

Using (2), our result showed that temporal auto-Pearson 
correlation on DKO whole genome still has progressive 
response (Figure 1A). This suggests DKO still possesses 
LPS response contrary to the current belief, where it was 
believed that no immune response would occur in case of the 
double knockout of MyD88 and TRIF molecules [9].  
 

 
Figure 1. Temporal Pearson auto-correlation: A) The whole genome 
auto-correlation of all genotypes, comparing with their initial whole genome 
gene expressions (t=0), shows progressive response, correspondent to a 
progressive displacement of correlation from unity, to LPS stimulation (unit 
in x-axis is hour; for y-axis, Pearson correlation value). B) DKO has a flat 
profile as expected, almost perfect correlation between different times is 
observed due to the lack of any classical immune response to LPS.  
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Additionally, we confirmed that the DKO
response on 157 immune genes has a flat pr
almost perfect correlation between differe
lack of any classical (local) immune respo
two vectors in different time has the sam
therefore no response). Thus, as a result, th
on DKO is different from the local innate i
(see also Figure 2C) [4].  
 

 
 
Figure 2. Emergence of asymptotic whole g
behaviors in LPS stimulated immune response
collective mode and linear distribution in local mo
single ORFs (left panels) expression changes f
genotypes: wildtype (x-axis) vs. A) MyD88KO, B) T
Right panels: corresponding plots for average value o
genes (ORFs) in the wildtype genome sorted by their 
for 0-1h (x-axis) vs. the corresponding average value f
(y-axis).  
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In innate immunity, dendritic cells a

recognize pathogens and present a pept
pathogen, called antigen, to naïve 
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corresponds to the fact the two stimuli elicit the same 
biological end-point, the generation of a mature neutrophil 
cell. Regarding the attractor region, we adopted the concept 
of critical (inflection) points as used in phase transitions in 
thermodynamic systems to determine the boundary of the 
neutrophil attractor; unlike continuous dynamics, we are 
unable to determine the attractor basin for neutrophil 
differentiation due to the limited temporal data points. 
Common inflection curves between atRA and DMSO 
responses, evaluated from the gradients of the SPD for rv and 
I, determine the neutrophil attractor (Figure 5A). Tracking 
the ensembles’ trajectories, we noticed that only certain, not 
all, fall into the attractor in a fractal-like manner [5]. 
Particularly, the removal of these genome elements from the 
whole genomes, for both atRA and DMSO responses, no 
longer have the common region, i.e., destroys the attractor 
(Figure 5B). This provides evidence for the existence of 
specific genome elements (named ‘‘genome vehicle’’) 
responsible for the neutrophil attractor. Selective portions of 
fractal-like gene ensembles are responsible for the neutrophil 
cell fate decision acting as ‘drivers’ of reaching a 
genome-wide characteristic profile. 
 

 
Figure 4. Emergence of asymptotic whole genome collective behaviors 
in neutrophil differentiation process of HL-60 cells. 12625 genes (N) are 
grouped according to their variance across time, where G stands for atRA 
whole genome and the ensemble size is n. The whole genome was sorted 
from the highest to the lowest standard deviation. As n is increased, the 

standard deviation of the ranked groups at ti (i = 0, 2, 4, 8, 12, 18, 24, 48, 72, 
96, 120, 144, 168h) decreases and mean values of ensembles approach to the 
asymptotic curve (dashed lines), obeying the inverse square root law (center 
panel, thick black line) with a transition occurring around . Note for 
DMSO response, the similar transition also occurs (not shown, see in [5]).  
 

 
 
Figure 5. The loss of the attractor when genome vehicles are removed. 
The SPD (superposition of the probability distributions) boundaries 
(defined by their joining inflection points, see details in [5]) and 
trajectories for atRA (plain lines with darker tone) and DMSO (lighter 
tones) responses of (A) genome elements falling into attractor (i.e., 
genome vehicles, GV) overlap and converge, indicating the formation of 
neutrophil attractor. (Overlapping SPD boundaries of atRA and DMSO 
responses of the whole genomes are indicated by red and blue polygons 
respectively, insert is a zoom of the attractor region, red and blue lines 
indicate atRA and DMSO SPDs respectively, brow lines indicate GV 
SPDs), (B) rest of genome elements without genome vehicles do not 
overlap and converge, (C) high expression genes (2-fold change from t0 
for at least one time point) of the genome vehicles do not overlap and 
converge, (D) lowly and moderately variable (LMV) genes of the genome 
vehicles still overlap and converge, retaining the neutrophil attractor. Last 
time point is represented by a square. 
 
 

VII. CONCLUSIONS AND DISCUSSIONS 
 

We showed the existence of global regulations of gene 
expressions in three distinct biological immune processes; 
innate immune response and immune cell differentiations. 
Interestingly, we observed that these global regulations are 
revealed when grouping gene expressions more than 50 
genes, especially, in low expressed genes, which are 
considered noisy and insignificant in microarray 
experiments. These findings have shed new light on 
collective behaviors of lowly expressed genes as global 
regulations. Furthermore, we demonstrated role of the 
global regulation in the neutrophil differentiation; the 

s.
d.

 o
f g

en
e 

de
vi

at
io

ns
 a

t t
i 

))();((),( 0 ikk tGtGyx =

( ))( 0tGf k

t11, n=200  

)( 0tGk

t1 (2h)  t12 (168h)  

t2 (4h)  t3 (8h)  t4 (12h)  t5 (18h)  t6 (24h)  

t7 (48h)  t8 (72h)  t9 (96h)  t10 (120h)  t11 (144h)  

t1 (2h)  t12 (168h)  

t2 (4h)  t3 (8h)  t4 (12h)  t5 (18h)  t6 (24h)  

t7 (48h)  t8 (72h)  t9 (96h)  t10 (120h)  t11 (144h)  

t1 (2h)  t12 (168h)  

t2 (4h)  t3 (8h)  t4 (12h)  t5 (18h)  t6 (24h)  

t7 (48h)  t8 (72h)  t9 (96h)  t10 (120h)  t11 (144h)  

t1 (2h)  t12 (168h)  

t2 (4h)  t3 (8h)  t4 (12h)  t5 (18h)  t6 (24h)  

t7 (48h)  t8 (72h)  t9 (96h)  t10 (120h)  t11 (144h)  

G
(t i

)  

n=1  n=10  

n=200  n=1000  

G(t0) 
Low σk 

High σk 

N

A  

  

B  

  

C  

  

D  

  

at
R

A 

DM
SO

 

atRA 

DMSO 

at
R

A 

DMSO 

D
M

SO
 

at
R

A 

atRA 
boundary 

DMSO 
boundary 

Genome vehicle Rest of genome 

High expression genes Vehicle without high expression genes  
(LMV) 

atRA 
boundary DMSO 

boundary 

Whole  
genome  
DMSO 

Whole  
genome  

atRA 



 

collective motion of lowly and moderately variable genes 
within the genome vehicle (GV) guides the cell fate from 
HL60 to neutrophil cells. The dynamics of gene expression 
is connected with the dynamics of chromatin structural 
changes. Therefore, elucidation of the origin of collective 
behaviors of lowly expressed genes in dynamics of DNA 
structural transitions [7,8] might provide novel insights for 
cell fate decisions, especially how well-known master 
instructive genes, such as Yamanaka factors [12] can drive 
genomes in differentiation of pluripotent stem cells.  
 

ACKNOWLEDGMENTS 
 
This study is funded by the CREST of Japan Science and 
Technology, Tsuruoka City, Yamagata prefecture 
government, GCOE program of Keio University and 
JASSO. 

 
REFERENCES 

 
[1] S.A. Kauffman, The Origins of Order, New York: Oxford 

University Press, 1993. 
[2] S. Huang, G. Eichler, Y. Bar-Yam, D.E. Ingber, “Cell fates as 

high-dimensional attractor states of a complex gene regulatory 
network”, Phys. Rev. Lett., Vol.94, pp128701-5, 2005. 

[3] Waddington CH. The Strategy of the Genes: A Discussion of Some 
Aspects of Theoretical Biology, New York: Macmillan, 1957. 

[4] M. Tsuchiya, V. Piras, S. Choi, S. Akira, M. Tomita, A. Giuliani 
and K. Selvarajoo, “Emergent genome-wide control in wildtype and 
genetically mutated lipopolysaccarides stimulated macrophages”, 
PLoS ONE , vol.4, e4905, 2009.  

[5] M. Tsuchiya, V. Piras, A. Giuliani, M. Tomita and K. Selvarajoo, 
“Collective dynamics of specific gene ensembles crucial for 
neutrophil differentiation: the existence of genome vehicles 
revealed”, PLoS ONE, vol.5, e12116, 2010. 

[6] M. Tsuchiya, K. Selvarajoo, V. Piras, M. Tomita and A. Giuliani, 
“Local and Global responses in complex gene regulation networks”, 
Physica A, vol.388,  pp. 1738-1746, 2009. 

[7] Y. Takenaka, H. Nagahara, H. Kitahata, and K. Yoshikawa, 
“Large-scale on-off switching of genetic activity mediated by the 
folding-unfolding transition in a giant DNA molecule: An 
hypothesis”, Phys. Rev. E., vol.77, pp. 031905-10, 2008. 

[8] H. Nagahara and K. Yoshikawa, “Large system in a small cell: A 
hypothetical pathway from a microscopic stochastic process 
towards robust genetic regulation”, Chem. Phys. Lett., vol. 494, pp. 
88-94, 2010. 

[9] T. Hirotani, M. Yamamoto, Y. Kumagai, et al., “Regulation of 
lipopolysaccharide-inducible genes by MyD88 and Toll/IL-1 
domain containing adaptor inducing IFN-beta”, Biochem Biophys 
Res Commun vol.328, 2005, pp. 383–392. 

[10] T. Barrett and R. Edgar, “Gene Expression Omnibus: Microarray 
Data Storage, Submission, Retrieval, and Analysis”, Methods in 
Enzymology, vol.411, pp. 352-369, 2006. 

[11] M. Tsuchyia, S. T. Wong, Z. Y. Yeo, et al., “Gene expression 
waves: cell cycle independent collective dynamics in cultured 
cells”, FEBS J. vol.274, pp. 2878-2886, 2007. 

[12] S. Yamanaka and H. M. Blau, “Nuclear reprogramming to a 
pluripotent state by three approaches”,  Nature vol.465, pp. 
704-710, 2010. 

 



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.7
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 0
  /ParseDSCComments false
  /ParseDSCCommentsForDocInfo false
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo false
  /PreserveFlatness true
  /PreserveHalftoneInfo true
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Remove
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
    /AbadiMT-CondensedLight
    /ACaslon-Italic
    /ACaslon-Regular
    /ACaslon-Semibold
    /ACaslon-SemiboldItalic
    /AdobeArabic-Bold
    /AdobeArabic-BoldItalic
    /AdobeArabic-Italic
    /AdobeArabic-Regular
    /AdobeHebrew-Bold
    /AdobeHebrew-BoldItalic
    /AdobeHebrew-Italic
    /AdobeHebrew-Regular
    /AdobeHeitiStd-Regular
    /AdobeMingStd-Light
    /AdobeMyungjoStd-Medium
    /AdobePiStd
    /AdobeSansMM
    /AdobeSerifMM
    /AdobeSongStd-Light
    /AdobeThai-Bold
    /AdobeThai-BoldItalic
    /AdobeThai-Italic
    /AdobeThai-Regular
    /AGaramond-Bold
    /AGaramond-BoldItalic
    /AGaramond-Italic
    /AGaramond-Regular
    /AGaramond-Semibold
    /AGaramond-SemiboldItalic
    /AgencyFB-Bold
    /AgencyFB-Reg
    /AGOldFace-Outline
    /AharoniBold
    /Algerian
    /Americana
    /Americana-ExtraBold
    /AndaleMono
    /AndaleMonoIPA
    /AngsanaNew
    /AngsanaNew-Bold
    /AngsanaNew-BoldItalic
    /AngsanaNew-Italic
    /AngsanaUPC
    /AngsanaUPC-Bold
    /AngsanaUPC-BoldItalic
    /AngsanaUPC-Italic
    /Anna
    /ArialAlternative
    /ArialAlternativeSymbol
    /Arial-Black
    /Arial-BlackItalic
    /Arial-BoldItalicMT
    /Arial-BoldMT
    /Arial-ItalicMT
    /ArialMT
    /ArialMT-Black
    /ArialNarrow
    /ArialNarrow-Bold
    /ArialNarrow-BoldItalic
    /ArialNarrow-Italic
    /ArialRoundedMTBold
    /ArialUnicodeMS
    /ArrusBT-Bold
    /ArrusBT-BoldItalic
    /ArrusBT-Italic
    /ArrusBT-Roman
    /AvantGarde-Book
    /AvantGarde-BookOblique
    /AvantGarde-Demi
    /AvantGarde-DemiOblique
    /AvantGardeITCbyBT-Book
    /AvantGardeITCbyBT-BookOblique
    /BakerSignet
    /BankGothicBT-Medium
    /Barmeno-Bold
    /Barmeno-ExtraBold
    /Barmeno-Medium
    /Barmeno-Regular
    /Baskerville
    /BaskervilleBE-Italic
    /BaskervilleBE-Medium
    /BaskervilleBE-MediumItalic
    /BaskervilleBE-Regular
    /Baskerville-Bold
    /Baskerville-BoldItalic
    /Baskerville-Italic
    /BaskOldFace
    /Batang
    /BatangChe
    /Bauhaus93
    /Bellevue
    /BellGothicStd-Black
    /BellGothicStd-Bold
    /BellGothicStd-Light
    /BellMT
    /BellMTBold
    /BellMTItalic
    /BerlingAntiqua-Bold
    /BerlingAntiqua-BoldItalic
    /BerlingAntiqua-Italic
    /BerlingAntiqua-Roman
    /BerlinSansFB-Bold
    /BerlinSansFBDemi-Bold
    /BerlinSansFB-Reg
    /BernardMT-Condensed
    /BernhardModernBT-Bold
    /BernhardModernBT-BoldItalic
    /BernhardModernBT-Italic
    /BernhardModernBT-Roman
    /BiffoMT
    /BinnerD
    /BinnerGothic
    /BlackadderITC-Regular
    /Blackoak
    /blex
    /blsy
    /Bodoni
    /Bodoni-Bold
    /Bodoni-BoldItalic
    /Bodoni-Italic
    /BodoniMT
    /BodoniMTBlack
    /BodoniMTBlack-Italic
    /BodoniMT-Bold
    /BodoniMT-BoldItalic
    /BodoniMTCondensed
    /BodoniMTCondensed-Bold
    /BodoniMTCondensed-BoldItalic
    /BodoniMTCondensed-Italic
    /BodoniMT-Italic
    /BodoniMTPosterCompressed
    /Bodoni-Poster
    /Bodoni-PosterCompressed
    /BookAntiqua
    /BookAntiqua-Bold
    /BookAntiqua-BoldItalic
    /BookAntiqua-Italic
    /Bookman-Demi
    /Bookman-DemiItalic
    /Bookman-Light
    /Bookman-LightItalic
    /BookmanOldStyle
    /BookmanOldStyle-Bold
    /BookmanOldStyle-BoldItalic
    /BookmanOldStyle-Italic
    /BookshelfSymbolOne-Regular
    /BookshelfSymbolSeven
    /BookshelfSymbolThree-Regular
    /BookshelfSymbolTwo-Regular
    /Botanical
    /Boton-Italic
    /Boton-Medium
    /Boton-MediumItalic
    /Boton-Regular
    /Boulevard
    /BradleyHandITC
    /Braggadocio
    /BritannicBold
    /Broadway
    /BrowalliaNew
    /BrowalliaNew-Bold
    /BrowalliaNew-BoldItalic
    /BrowalliaNew-Italic
    /BrowalliaUPC
    /BrowalliaUPC-Bold
    /BrowalliaUPC-BoldItalic
    /BrowalliaUPC-Italic
    /BrushScript
    /BrushScriptMT
    /CaflischScript-Bold
    /CaflischScript-Regular
    /Calibri
    /Calibri-Bold
    /Calibri-BoldItalic
    /Calibri-Italic
    /CalifornianFB-Bold
    /CalifornianFB-Italic
    /CalifornianFB-Reg
    /CalisMTBol
    /CalistoMT
    /CalistoMT-BoldItalic
    /CalistoMT-Italic
    /Cambria
    /Cambria-Bold
    /Cambria-BoldItalic
    /Cambria-Italic
    /CambriaMath
    /Candara
    /Candara-Bold
    /Candara-BoldItalic
    /Candara-Italic
    /Carta
    /CaslonOpenfaceBT-Regular
    /Castellar
    /CastellarMT
    /Centaur
    /Centaur-Italic
    /Century
    /CenturyGothic
    /CenturyGothic-Bold
    /CenturyGothic-BoldItalic
    /CenturyGothic-Italic
    /CenturySchL-Bold
    /CenturySchL-BoldItal
    /CenturySchL-Ital
    /CenturySchL-Roma
    /CenturySchoolbook
    /CenturySchoolbook-Bold
    /CenturySchoolbook-BoldItalic
    /CenturySchoolbook-Italic
    /CGTimes-Bold
    /CGTimes-BoldItalic
    /CGTimes-Italic
    /CGTimes-Regular
    /CharterBT-Bold
    /CharterBT-BoldItalic
    /CharterBT-Italic
    /CharterBT-Roman
    /CheltenhamITCbyBT-Bold
    /CheltenhamITCbyBT-BoldItalic
    /CheltenhamITCbyBT-Book
    /CheltenhamITCbyBT-BookItalic
    /Chiller-Regular
    /CMB10
    /Cmb10
    /CMBSY10
    /Cmbsy10
    /CMBSY5
    /CMBSY6
    /CMBSY7
    /CMBSY8
    /CMBSY9
    /CMBX10
    /Cmbx10
    /CMBX12
    /Cmbx12
    /CMBX5
    /Cmbx5
    /CMBX6
    /Cmbx6
    /CMBX7
    /Cmbx7
    /CMBX8
    /Cmbx8
    /CMBX9
    /Cmbx9
    /CMBXSL10
    /Cmbxsl10
    /CMBXTI10
    /Cmbxti10
    /CMCSC10
    /Cmcsc10
    /CMCSC8
    /Cmcsc8
    /CMCSC9
    /Cmcsc9
    /CMDUNH10
    /Cmdunh10
    /CMEX10
    /Cmex10
    /CMEX7
    /CMEX8
    /CMEX9
    /CMFF10
    /Cmff10
    /CMFI10
    /Cmfi10
    /CMFIB8
    /Cmfib8
    /CMINCH
    /Cminch
    /CMITT10
    /Cmitt10
    /CMMI10
    /Cmmi10
    /CMMI12
    /Cmmi12
    /CMMI5
    /Cmmi5
    /CMMI6
    /Cmmi6
    /CMMI7
    /Cmmi7
    /CMMI8
    /Cmmi8
    /CMMI9
    /Cmmi9
    /CMMIB10
    /Cmmib10
    /CMMIB5
    /CMMIB6
    /CMMIB7
    /CMMIB8
    /CMMIB9
    /CMR10
    /Cmr10
    /CMR12
    /Cmr12
    /CMR17
    /Cmr17
    /CMR5
    /Cmr5
    /CMR6
    /Cmr6
    /CMR7
    /Cmr7
    /CMR8
    /Cmr8
    /CMR9
    /Cmr9
    /CMSL10
    /Cmsl10
    /CMSL12
    /Cmsl12
    /CMSL8
    /Cmsl8
    /CMSL9
    /Cmsl9
    /CMSLTT10
    /Cmsltt10
    /CMSS10
    /Cmss10
    /CMSS12
    /Cmss12
    /CMSS17
    /Cmss17
    /CMSS8
    /Cmss8
    /CMSS9
    /Cmss9
    /CMSSBX10
    /Cmssbx10
    /CMSSDC10
    /Cmssdc10
    /CMSSI10
    /Cmssi10
    /CMSSI12
    /Cmssi12
    /CMSSI17
    /Cmssi17
    /CMSSI8
    /Cmssi8
    /CMSSI9
    /Cmssi9
    /CMSSQ8
    /Cmssq8
    /CMSSQI8
    /Cmssqi8
    /CMSY10
    /Cmsy10
    /CMSY5
    /Cmsy5
    /CMSY6
    /Cmsy6
    /CMSY7
    /Cmsy7
    /CMSY8
    /Cmsy8
    /CMSY9
    /Cmsy9
    /CMTCSC10
    /Cmtcsc10
    /CMTEX10
    /Cmtex10
    /CMTEX8
    /Cmtex8
    /CMTEX9
    /Cmtex9
    /CMTI10
    /Cmti10
    /CMTI12
    /Cmti12
    /CMTI7
    /Cmti7
    /CMTI8
    /Cmti8
    /CMTI9
    /Cmti9
    /CMTT10
    /Cmtt10
    /CMTT12
    /Cmtt12
    /CMTT8
    /Cmtt8
    /CMTT9
    /Cmtt9
    /CMU10
    /Cmu10
    /CMVTT10
    /Cmvtt10
    /ColonnaMT
    /Colossalis-Bold
    /ComicSansMS
    /ComicSansMS-Bold
    /Consolas
    /Consolas-Bold
    /Consolas-BoldItalic
    /Consolas-Italic
    /Constantia
    /Constantia-Bold
    /Constantia-BoldItalic
    /Constantia-Italic
    /CooperBlack
    /CopperplateGothic-Bold
    /CopperplateGothic-Light
    /Copperplate-ThirtyThreeBC
    /Corbel
    /Corbel-Bold
    /Corbel-BoldItalic
    /Corbel-Italic
    /CordiaNew
    /CordiaNew-Bold
    /CordiaNew-BoldItalic
    /CordiaNew-Italic
    /CordiaUPC
    /CordiaUPC-Bold
    /CordiaUPC-BoldItalic
    /CordiaUPC-Italic
    /Courier
    /Courier-Bold
    /Courier-BoldOblique
    /CourierNewPS-BoldItalicMT
    /CourierNewPS-BoldMT
    /CourierNewPS-ItalicMT
    /CourierNewPSMT
    /Courier-Oblique
    /CourierStd
    /CourierStd-Bold
    /CourierStd-BoldOblique
    /CourierStd-Oblique
    /CourierX-Bold
    /CourierX-BoldOblique
    /CourierX-Oblique
    /CourierX-Regular
    /CreepyRegular
    /CurlzMT
    /David-Bold
    /David-Reg
    /DavidTransparent
    /Dcb10
    /Dcbx10
    /Dcbxsl10
    /Dcbxti10
    /Dccsc10
    /Dcitt10
    /Dcr10
    /Desdemona
    /DilleniaUPC
    /DilleniaUPCBold
    /DilleniaUPCBoldItalic
    /DilleniaUPCItalic
    /Dingbats
    /DomCasual
    /Dotum
    /DotumChe
    /EdwardianScriptITC
    /Elephant-Italic
    /Elephant-Regular
    /EngraversGothicBT-Regular
    /EngraversMT
    /EraserDust
    /ErasITC-Bold
    /ErasITC-Demi
    /ErasITC-Light
    /ErasITC-Medium
    /ErieBlackPSMT
    /ErieLightPSMT
    /EriePSMT
    /EstrangeloEdessa
    /Euclid
    /Euclid-Bold
    /Euclid-BoldItalic
    /EuclidExtra
    /EuclidExtra-Bold
    /EuclidFraktur
    /EuclidFraktur-Bold
    /Euclid-Italic
    /EuclidMathOne
    /EuclidMathOne-Bold
    /EuclidMathTwo
    /EuclidMathTwo-Bold
    /EuclidSymbol
    /EuclidSymbol-Bold
    /EuclidSymbol-BoldItalic
    /EuclidSymbol-Italic
    /EucrosiaUPC
    /EucrosiaUPCBold
    /EucrosiaUPCBoldItalic
    /EucrosiaUPCItalic
    /EUEX10
    /EUEX7
    /EUEX8
    /EUEX9
    /EUFB10
    /EUFB5
    /EUFB7
    /EUFM10
    /EUFM5
    /EUFM7
    /EURB10
    /EURB5
    /EURB7
    /EURM10
    /EURM5
    /EURM7
    /EuroMono-Bold
    /EuroMono-BoldItalic
    /EuroMono-Italic
    /EuroMono-Regular
    /EuroSans-Bold
    /EuroSans-BoldItalic
    /EuroSans-Italic
    /EuroSans-Regular
    /EuroSerif-Bold
    /EuroSerif-BoldItalic
    /EuroSerif-Italic
    /EuroSerif-Regular
    /EuroSig
    /EUSB10
    /EUSB5
    /EUSB7
    /EUSM10
    /EUSM5
    /EUSM7
    /FelixTitlingMT
    /Fences
    /FencesPlain
    /FigaroMT
    /FixedMiriamTransparent
    /FootlightMTLight
    /Formata-Italic
    /Formata-Medium
    /Formata-MediumItalic
    /Formata-Regular
    /ForteMT
    /FranklinGothic-Book
    /FranklinGothic-BookItalic
    /FranklinGothic-Demi
    /FranklinGothic-DemiCond
    /FranklinGothic-DemiItalic
    /FranklinGothic-Heavy
    /FranklinGothic-HeavyItalic
    /FranklinGothicITCbyBT-Book
    /FranklinGothicITCbyBT-BookItal
    /FranklinGothicITCbyBT-Demi
    /FranklinGothicITCbyBT-DemiItal
    /FranklinGothic-Medium
    /FranklinGothic-MediumCond
    /FranklinGothic-MediumItalic
    /FrankRuehl
    /FreesiaUPC
    /FreesiaUPCBold
    /FreesiaUPCBoldItalic
    /FreesiaUPCItalic
    /FreestyleScript-Regular
    /FrenchScriptMT
    /Frutiger-Black
    /Frutiger-BlackCn
    /Frutiger-BlackItalic
    /Frutiger-Bold
    /Frutiger-BoldCn
    /Frutiger-BoldItalic
    /Frutiger-Cn
    /Frutiger-ExtraBlackCn
    /Frutiger-Italic
    /Frutiger-Light
    /Frutiger-LightCn
    /Frutiger-LightItalic
    /Frutiger-Roman
    /Frutiger-UltraBlack
    /Futura-Bold
    /Futura-BoldOblique
    /Futura-Book
    /Futura-BookOblique
    /FuturaBT-Bold
    /FuturaBT-BoldItalic
    /FuturaBT-Book
    /FuturaBT-BookItalic
    /FuturaBT-Medium
    /FuturaBT-MediumItalic
    /Futura-Light
    /Futura-LightOblique
    /GalliardITCbyBT-Bold
    /GalliardITCbyBT-BoldItalic
    /GalliardITCbyBT-Italic
    /GalliardITCbyBT-Roman
    /Garamond
    /Garamond-Bold
    /Garamond-BoldCondensed
    /Garamond-BoldCondensedItalic
    /Garamond-BoldItalic
    /Garamond-BookCondensed
    /Garamond-BookCondensedItalic
    /Garamond-Italic
    /Garamond-LightCondensed
    /Garamond-LightCondensedItalic
    /Gautami
    /GeometricSlab703BT-Light
    /GeometricSlab703BT-LightItalic
    /Georgia
    /Georgia-Bold
    /Georgia-BoldItalic
    /Georgia-Italic
    /GeorgiaRef
    /Giddyup
    /Giddyup-Thangs
    /Gigi-Regular
    /GillSans
    /GillSans-Bold
    /GillSans-BoldItalic
    /GillSans-Condensed
    /GillSans-CondensedBold
    /GillSans-Italic
    /GillSans-Light
    /GillSans-LightItalic
    /GillSansMT
    /GillSansMT-Bold
    /GillSansMT-BoldItalic
    /GillSansMT-Condensed
    /GillSansMT-ExtraCondensedBold
    /GillSansMT-Italic
    /GillSans-UltraBold
    /GillSans-UltraBoldCondensed
    /GloucesterMT-ExtraCondensed
    /Gothic-Thirteen
    /GoudyOldStyleBT-Bold
    /GoudyOldStyleBT-BoldItalic
    /GoudyOldStyleBT-Italic
    /GoudyOldStyleBT-Roman
    /GoudyOldStyleT-Bold
    /GoudyOldStyleT-Italic
    /GoudyOldStyleT-Regular
    /GoudyStout
    /GoudyTextMT-LombardicCapitals
    /GSIDefaultSymbols
    /Gulim
    /GulimChe
    /Gungsuh
    /GungsuhChe
    /Haettenschweiler
    /HarlowSolid
    /Harrington
    /Helvetica
    /Helvetica-Black
    /Helvetica-BlackOblique
    /Helvetica-Bold
    /Helvetica-BoldOblique
    /Helvetica-Condensed
    /Helvetica-Condensed-Black
    /Helvetica-Condensed-BlackObl
    /Helvetica-Condensed-Bold
    /Helvetica-Condensed-BoldObl
    /Helvetica-Condensed-Light
    /Helvetica-Condensed-LightObl
    /Helvetica-Condensed-Oblique
    /Helvetica-Fraction
    /Helvetica-Narrow
    /Helvetica-Narrow-Bold
    /Helvetica-Narrow-BoldOblique
    /Helvetica-Narrow-Oblique
    /Helvetica-Oblique
    /HighTowerText-Italic
    /HighTowerText-Reg
    /Humanist521BT-BoldCondensed
    /Humanist521BT-Light
    /Humanist521BT-LightItalic
    /Humanist521BT-RomanCondensed
    /Imago-ExtraBold
    /Impact
    /ImprintMT-Shadow
    /InformalRoman-Regular
    /IrisUPC
    /IrisUPCBold
    /IrisUPCBoldItalic
    /IrisUPCItalic
    /Ironwood
    /ItcEras-Medium
    /ItcKabel-Bold
    /ItcKabel-Book
    /ItcKabel-Demi
    /ItcKabel-Medium
    /ItcKabel-Ultra
    /JasmineUPC
    /JasmineUPC-Bold
    /JasmineUPC-BoldItalic
    /JasmineUPC-Italic
    /JoannaMT
    /JoannaMT-Italic
    /Jokerman-Regular
    /JuiceITC-Regular
    /Kartika
    /Kaufmann
    /KaufmannBT-Bold
    /KaufmannBT-Regular
    /KidTYPEPaint
    /KinoMT
    /KodchiangUPC
    /KodchiangUPC-Bold
    /KodchiangUPC-BoldItalic
    /KodchiangUPC-Italic
    /KorinnaITCbyBT-Regular
    /KozGoProVI-Medium
    /KozMinProVI-Regular
    /KristenITC-Regular
    /KunstlerScript
    /Latha
    /LatinWide
    /LetterGothic
    /LetterGothic-Bold
    /LetterGothic-BoldOblique
    /LetterGothic-BoldSlanted
    /LetterGothicMT
    /LetterGothicMT-Bold
    /LetterGothicMT-BoldOblique
    /LetterGothicMT-Oblique
    /LetterGothic-Slanted
    /LetterGothicStd
    /LetterGothicStd-Bold
    /LetterGothicStd-BoldSlanted
    /LetterGothicStd-Slanted
    /LevenimMT
    /LevenimMTBold
    /LilyUPC
    /LilyUPCBold
    /LilyUPCBoldItalic
    /LilyUPCItalic
    /Lithos-Black
    /Lithos-Regular
    /LotusWPBox-Roman
    /LotusWPIcon-Roman
    /LotusWPIntA-Roman
    /LotusWPIntB-Roman
    /LotusWPType-Roman
    /LucidaBright
    /LucidaBright-Demi
    /LucidaBright-DemiItalic
    /LucidaBright-Italic
    /LucidaCalligraphy-Italic
    /LucidaConsole
    /LucidaFax
    /LucidaFax-Demi
    /LucidaFax-DemiItalic
    /LucidaFax-Italic
    /LucidaHandwriting-Italic
    /LucidaSans
    /LucidaSans-Demi
    /LucidaSans-DemiItalic
    /LucidaSans-Italic
    /LucidaSans-Typewriter
    /LucidaSans-TypewriterBold
    /LucidaSans-TypewriterBoldOblique
    /LucidaSans-TypewriterOblique
    /LucidaSansUnicode
    /Lydian
    /Magneto-Bold
    /MaiandraGD-Regular
    /Mangal-Regular
    /Map-Symbols
    /MathA
    /MathB
    /MathC
    /Mathematica1
    /Mathematica1-Bold
    /Mathematica1Mono
    /Mathematica1Mono-Bold
    /Mathematica2
    /Mathematica2-Bold
    /Mathematica2Mono
    /Mathematica2Mono-Bold
    /Mathematica3
    /Mathematica3-Bold
    /Mathematica3Mono
    /Mathematica3Mono-Bold
    /Mathematica4
    /Mathematica4-Bold
    /Mathematica4Mono
    /Mathematica4Mono-Bold
    /Mathematica5
    /Mathematica5-Bold
    /Mathematica5Mono
    /Mathematica5Mono-Bold
    /Mathematica6
    /Mathematica6Bold
    /Mathematica6Mono
    /Mathematica6MonoBold
    /Mathematica7
    /Mathematica7Bold
    /Mathematica7Mono
    /Mathematica7MonoBold
    /MatisseITC-Regular
    /MaturaMTScriptCapitals
    /Mesquite
    /Mezz-Black
    /Mezz-Regular
    /MICR
    /MicrosoftSansSerif
    /MingLiU
    /Minion-BoldCondensed
    /Minion-BoldCondensedItalic
    /Minion-Condensed
    /Minion-CondensedItalic
    /Minion-Ornaments
    /MinionPro-Bold
    /MinionPro-BoldIt
    /MinionPro-It
    /MinionPro-Regular
    /MinionPro-Semibold
    /MinionPro-SemiboldIt
    /Miriam
    /MiriamFixed
    /MiriamTransparent
    /Mistral
    /Modern-Regular
    /MonotypeCorsiva
    /MonotypeSorts
    /MSAM10
    /MSAM5
    /MSAM6
    /MSAM7
    /MSAM8
    /MSAM9
    /MSBM10
    /MSBM5
    /MSBM6
    /MSBM7
    /MSBM8
    /MSBM9
    /MS-Gothic
    /MSHei
    /MSLineDrawPSMT
    /MS-Mincho
    /MSOutlook
    /MS-PGothic
    /MS-PMincho
    /MSReference1
    /MSReference2
    /MSReferenceSansSerif
    /MSReferenceSansSerif-Bold
    /MSReferenceSansSerif-BoldItalic
    /MSReferenceSansSerif-Italic
    /MSReferenceSerif
    /MSReferenceSerif-Bold
    /MSReferenceSerif-BoldItalic
    /MSReferenceSerif-Italic
    /MSReferenceSpecialty
    /MSSong
    /MS-UIGothic
    /MT-Extra
    /MT-Symbol
    /MT-Symbol-Italic
    /MVBoli
    /Myriad-Bold
    /Myriad-BoldItalic
    /Myriad-Italic
    /MyriadPro-Black
    /MyriadPro-BlackIt
    /MyriadPro-Bold
    /MyriadPro-BoldIt
    /MyriadPro-It
    /MyriadPro-Light
    /MyriadPro-LightIt
    /MyriadPro-Regular
    /MyriadPro-Semibold
    /MyriadPro-SemiboldIt
    /Myriad-Roman
    /Narkisim
    /NewCenturySchlbk-Bold
    /NewCenturySchlbk-BoldItalic
    /NewCenturySchlbk-Italic
    /NewCenturySchlbk-Roman
    /NewMilleniumSchlbk-BoldItalicSH
    /NewsGothic
    /NewsGothic-Bold
    /NewsGothicBT-Bold
    /NewsGothicBT-BoldItalic
    /NewsGothicBT-Italic
    /NewsGothicBT-Roman
    /NewsGothic-Condensed
    /NewsGothic-Italic
    /NewsGothicMT
    /NewsGothicMT-Bold
    /NewsGothicMT-Italic
    /NiagaraEngraved-Reg
    /NiagaraSolid-Reg
    /NimbusMonL-Bold
    /NimbusMonL-BoldObli
    /NimbusMonL-Regu
    /NimbusMonL-ReguObli
    /NimbusRomDGR-Bold
    /NimbusRomDGR-BoldItal
    /NimbusRomDGR-Regu
    /NimbusRomDGR-ReguItal
    /NimbusRomNo9L-Medi
    /NimbusRomNo9L-MediItal
    /NimbusRomNo9L-Regu
    /NimbusRomNo9L-ReguItal
    /NimbusSanL-Bold
    /NimbusSanL-BoldCond
    /NimbusSanL-BoldCondItal
    /NimbusSanL-BoldItal
    /NimbusSanL-Regu
    /NimbusSanL-ReguCond
    /NimbusSanL-ReguCondItal
    /NimbusSanL-ReguItal
    /Nimrod
    /Nimrod-Bold
    /Nimrod-BoldItalic
    /Nimrod-Italic
    /NSimSun
    /Nueva-BoldExtended
    /Nueva-BoldExtendedItalic
    /Nueva-Italic
    /Nueva-Roman
    /NuptialScript
    /OCRA
    /OCRA-Alternate
    /OCRAExtended
    /OCRB
    /OCRB-Alternate
    /OfficinaSans-Bold
    /OfficinaSans-BoldItalic
    /OfficinaSans-Book
    /OfficinaSans-BookItalic
    /OfficinaSerif-Bold
    /OfficinaSerif-BoldItalic
    /OfficinaSerif-Book
    /OfficinaSerif-BookItalic
    /OldEnglishTextMT
    /Onyx
    /OnyxBT-Regular
    /OzHandicraftBT-Roman
    /PalaceScriptMT
    /Palatino-Bold
    /Palatino-BoldItalic
    /Palatino-Italic
    /PalatinoLinotype-Bold
    /PalatinoLinotype-BoldItalic
    /PalatinoLinotype-Italic
    /PalatinoLinotype-Roman
    /Palatino-Roman
    /PapyrusPlain
    /Papyrus-Regular
    /Parchment-Regular
    /Parisian
    /ParkAvenue
    /Penumbra-SemiboldFlare
    /Penumbra-SemiboldSans
    /Penumbra-SemiboldSerif
    /PepitaMT
    /Perpetua
    /Perpetua-Bold
    /Perpetua-BoldItalic
    /Perpetua-Italic
    /PerpetuaTitlingMT-Bold
    /PerpetuaTitlingMT-Light
    /PhotinaCasualBlack
    /Playbill
    /PMingLiU
    /Poetica-SuppOrnaments
    /PoorRichard-Regular
    /PopplLaudatio-Italic
    /PopplLaudatio-Medium
    /PopplLaudatio-MediumItalic
    /PopplLaudatio-Regular
    /PrestigeElite
    /Pristina-Regular
    /PTBarnumBT-Regular
    /Raavi
    /RageItalic
    /Ravie
    /RefSpecialty
    /Ribbon131BT-Bold
    /Rockwell
    /Rockwell-Bold
    /Rockwell-BoldItalic
    /Rockwell-Condensed
    /Rockwell-CondensedBold
    /Rockwell-ExtraBold
    /Rockwell-Italic
    /Rockwell-Light
    /Rockwell-LightItalic
    /Rod
    /RodTransparent
    /RunicMT-Condensed
    /Sanvito-Light
    /Sanvito-Roman
    /ScriptC
    /ScriptMTBold
    /SegoeUI
    /SegoeUI-Bold
    /SegoeUI-BoldItalic
    /SegoeUI-Italic
    /Serpentine-BoldOblique
    /ShelleyVolanteBT-Regular
    /ShowcardGothic-Reg
    /Shruti
    /SimHei
    /SimSun
    /SimSun-PUA
    /SnapITC-Regular
    /StandardSymL
    /Stencil
    /StoneSans
    /StoneSans-Bold
    /StoneSans-BoldItalic
    /StoneSans-Italic
    /StoneSans-Semibold
    /StoneSans-SemiboldItalic
    /Stop
    /Swiss721BT-BlackExtended
    /Sylfaen
    /Symbol
    /SymbolMT
    /Tahoma
    /Tahoma-Bold
    /Tci1
    /Tci1Bold
    /Tci1BoldItalic
    /Tci1Italic
    /Tci2
    /Tci2Bold
    /Tci2BoldItalic
    /Tci2Italic
    /Tci3
    /Tci3Bold
    /Tci3BoldItalic
    /Tci3Italic
    /Tci4
    /Tci4Bold
    /Tci4BoldItalic
    /Tci4Italic
    /TechnicalItalic
    /TechnicalPlain
    /Tekton
    /Tekton-Bold
    /TektonMM
    /Tempo-HeavyCondensed
    /Tempo-HeavyCondensedItalic
    /TempusSansITC
    /Times-Bold
    /Times-BoldItalic
    /Times-BoldItalicOsF
    /Times-BoldSC
    /Times-ExtraBold
    /Times-Italic
    /Times-ItalicOsF
    /TimesNewRomanMT-ExtraBold
    /TimesNewRomanPS-BoldItalicMT
    /TimesNewRomanPS-BoldMT
    /TimesNewRomanPS-ItalicMT
    /TimesNewRomanPSMT
    /Times-Roman
    /Times-RomanSC
    /Trajan-Bold
    /Trebuchet-BoldItalic
    /TrebuchetMS
    /TrebuchetMS-Bold
    /TrebuchetMS-Italic
    /Tunga-Regular
    /TwCenMT-Bold
    /TwCenMT-BoldItalic
    /TwCenMT-Condensed
    /TwCenMT-CondensedBold
    /TwCenMT-CondensedExtraBold
    /TwCenMT-CondensedMedium
    /TwCenMT-Italic
    /TwCenMT-Regular
    /Univers-Bold
    /Univers-BoldItalic
    /UniversCondensed-Bold
    /UniversCondensed-BoldItalic
    /UniversCondensed-Medium
    /UniversCondensed-MediumItalic
    /Univers-Medium
    /Univers-MediumItalic
    /URWBookmanL-DemiBold
    /URWBookmanL-DemiBoldItal
    /URWBookmanL-Ligh
    /URWBookmanL-LighItal
    /URWChanceryL-MediItal
    /URWGothicL-Book
    /URWGothicL-BookObli
    /URWGothicL-Demi
    /URWGothicL-DemiObli
    /URWPalladioL-Bold
    /URWPalladioL-BoldItal
    /URWPalladioL-Ital
    /URWPalladioL-Roma
    /USPSBarCode
    /VAGRounded-Black
    /VAGRounded-Bold
    /VAGRounded-Light
    /VAGRounded-Thin
    /Verdana
    /Verdana-Bold
    /Verdana-BoldItalic
    /Verdana-Italic
    /VerdanaRef
    /VinerHandITC
    /Viva-BoldExtraExtended
    /Vivaldii
    /Viva-LightCondensed
    /Viva-Regular
    /VladimirScript
    /Vrinda
    /Webdings
    /Westminster
    /Willow
    /Wingdings2
    /Wingdings3
    /Wingdings-Regular
    /WNCYB10
    /WNCYI10
    /WNCYR10
    /WNCYSC10
    /WNCYSS10
    /WoodtypeOrnaments-One
    /WoodtypeOrnaments-Two
    /WP-ArabicScriptSihafa
    /WP-ArabicSihafa
    /WP-BoxDrawing
    /WP-CyrillicA
    /WP-CyrillicB
    /WP-GreekCentury
    /WP-GreekCourier
    /WP-GreekHelve
    /WP-HebrewDavid
    /WP-IconicSymbolsA
    /WP-IconicSymbolsB
    /WP-Japanese
    /WP-MathA
    /WP-MathB
    /WP-MathExtendedA
    /WP-MathExtendedB
    /WP-MultinationalAHelve
    /WP-MultinationalARoman
    /WP-MultinationalBCourier
    /WP-MultinationalBHelve
    /WP-MultinationalBRoman
    /WP-MultinationalCourier
    /WP-Phonetic
    /WPTypographicSymbols
    /XYATIP10
    /XYBSQL10
    /XYBTIP10
    /XYCIRC10
    /XYCMAT10
    /XYCMBT10
    /XYDASH10
    /XYEUAT10
    /XYEUBT10
    /ZapfChancery-MediumItalic
    /ZapfDingbats
    /ZapfHumanist601BT-Bold
    /ZapfHumanist601BT-BoldItalic
    /ZapfHumanist601BT-Demi
    /ZapfHumanist601BT-DemiItalic
    /ZapfHumanist601BT-Italic
    /ZapfHumanist601BT-Roman
    /ZWAdobeF
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 200
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 2.00333
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 1.30
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 200
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 2.00333
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 1.30
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 400
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.00167
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e5c4f5e55663e793a3001901a8fc775355b5090ae4ef653d190014ee553ca901a8fc756e072797f5153d15e03300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc87a25e55986f793a3001901a904e96fb5b5090f54ef650b390014ee553ca57287db2969b7db28def4e0a767c5e03300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV <>
    /HUN <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020d654ba740020d45cc2dc002c0020c804c7900020ba54c77c002c0020c778d130b137c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor weergave op een beeldscherm, e-mail en internet. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for on-screen display, e-mail, and the Internet.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToRGB
      /DestinationProfileName (sRGB IEC61966-2.1)
      /DestinationProfileSelector /UseName
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing false
      /UntaggedCMYKHandling /UseDocumentProfile
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [600 600]
  /PageSize [612.000 792.000]
>> setpagedevice


