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Background: Semen induces an immune response at the female genital tract (FGT)
to promote conception. It is also the primary vector for HIV transmission to women
during condomless sex. Since genital inflammation and immune activation increase HIV
susceptibility in women, semen-induced alterations at the FGT may have implications
for HIV risk. Here we investigated the impact of semen exposure, as measured by
self-reported condom use and Y-chromosome DNA (YcDNA) detection, on biomarkers
of female genital inflammation associated with HIV acquisition.
Methods: Stored genital specimens were collected biannually (mean 5 visits) from
153 HIV-negative women participating in the CAPRISA 008 tenofovir gel open-label
extension trial. YcDNA was detected in cervicovaginal lavage (CVL) pellets by RT-PCR
and served as a biomarker of semen exposure within 15 days of genital sampling. Protein
concentrations were measured in CVL supernatants by multiplexed ELISA, and the
frequency of activated CD4+CCR5+ HIV targets was assessed on cytobrush-derived
specimens by flow cytometry. Common sexually transmitted infections (STIs) and
bacterial vaginosis (BV)-associated bacteria were measured by PCR. Multivariable linear
mixed models were used to assess the relationship between YcDNA detection and
biomarkers of inflammation over time.
Results: YcDNA was detected at least once in 69% (106/153) of women during
the trial (median 2, range 1–5 visits), and was associated with marital status,
cohabitation, the frequency of vaginal sex, and Nugent Score. YcDNA detection but
not self-reported condom use was associated with elevated concentrations of several
cytokines: IL-12p70, IL-10, IFN-γ, IL-13, IP-10, MIG, IL-7, PDGF-BB, SCF, VEGF, β-NGF,
and biomarkers of epithelial barrier integrity: MMP-2 and TIMP-4; and with reduced
concentrations of IL-18 and MIF. YcDNA detection was not associated with alterations in
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immune cell frequencies but was related to increased detection of P. bivia (OR = 1.970;
CI 1.309–2.965; P = 0.001) at the FGT.
Conclusion: YcDNA detection but not self-reported condom use was associated
with alterations in cervicovaginal cytokines, BV-associated bacteria, and matrix
metalloproteinases, and may have implications for HIV susceptibility in women. This study
highlights the discrepancies related to self-reported condom use and the need for routine
screening for biomarkers of semen exposure in studies of mucosal immunity to HIV and
other STIs.
Keywords: Y-chromosome DNA,
metalloproteinases, immune cells
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compounds such as transforming growth factor-β which
promotes a shift from a type 1 helper (Th1) to a type 2
helper (Th2) immune response at the FGT, thereby inducing
a regulatory T cell (Treg) response (14, 16, 25). Semen also
contains high concentrations of prostaglandin E2, which has
been shown to inhibit macrophage cytokine production and T
cell proliferation (25–27). These anti-inflammatory responses
responsible for tolerance to sperm may also inhibit the control
of pathogens such as HIV and other sexually transmitted
infections (STIs) at the FGT. Taken together, efforts to prevent
HIV infection may benefit from a better understanding of the
contribution that both pro- and anti-inflammatory properties of
semen have on the risk of HIV acquisition in women.
Self-reported condom use is often used as an indication of
semen exposure at the FGT. However, this practice is subject to
bias, and data are often misreported (28–30). Routine objective
screening for the presence of semen biomarkers as opposed
to self-reports of condom use may be useful to reliably assess
the frequency of condomless sex e.g., during HIV prevention
trials, to assess mucosal immunity to STIs, and to further
characterize the impact of semen on the FGT in the context of
HIV. Y-chromosome DNA (YcDNA) detection in female genital
specimens has previously been used as a reliable biomarker
of semen exposure within 15 days of sampling (31–37). Ychromosome polymerase chain reaction (PCR) is a highly stable,
sensitive, and specific method to detect spermatozoa-associated
deoxyribonucleic acid (DNA) fragments of the sex-determining
region and testis-specific protein Y-encoded (TSPY) genes of
the Y-chromosome that are not present on the X-chromosome
gene (36, 38–41). Considering the established unreliability of selfreported condom use, we hypothesized that YcDNA detection,
but not self-reported condom use will be associated with
alterations in biomarkers of inflammation linked to HIV risk
in women.

In sub-Saharan Africa, women account for the majority of
Human Immunodeficiency Virus (HIV) infections compared to
their male counterparts (1) and remain a key target population
for the development of biomedical HIV prevention strategies.
The risk of HIV infection in young women is increased in
the context of genital inflammation (2, 3), and efforts to
better understand the causes of inflammation at the female
genital tract (FGT) may inform on the design of targeted
approaches to prevent HIV acquisition. HIV requires access to
local cellular targets at the FGT to establish productive infection,
and cytokine biomarkers of genital inflammation may be linked
to HIV risk through their role in cellular recruitment (4).
Furthermore, genital cytokine concentrations are also associated
with alterations in the integrity of the vaginal epithelium (4),
and with the abundance of bacterial vaginosis (BV)-associated
microbes at the FGT (5–7), both implicated in susceptibility to
HIV infection.
Sex without a condom remains the primary mode of HIV-1
transmission, with semen acting as the major vector for male to
female transmission of the virus (8). Semen consists of several
pro- and anti-inflammatory factors and functions as a biological
modifier at the FGT to facilitate pregnancy and conception
(9–11). Semen exposure has been associated with temporary
upregulation of cytokines and the recruitment of leukocytes to
the cervical epithelium and stroma (9–14). A pro-inflammatory
immune response is generally mounted against semen in the
FGT, resulting in the removal of excess and abnormal sperm
(15, 16). Semen also contains a diverse array of microbial
communities and has an alkaline pH, all of which have the
potential to alter the vaginal microbiome (17–20). Apart from
the immune altering capacity of semen itself, sexual intercourse
has been associated with a significant reduction in Lactobacillus
crispatus (17), increased prevalence of Gardnerella vaginalis (21),
and may also lead to vaginal epithelial microabrasions (22, 23)
that facilitate HIV entry and access to local target cells at the
female genital mucosa. These alterations at the FGT may have
implications for the risk of HIV acquisition in women.
Semen-associated inflammation may be, however, short-lived,
as immune tolerance to paternal alloantigens is induced during
reproduction (9, 11, 24, 25). Semen contains anti-inflammatory
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METHODOLOGY
Study Design and Population
This longitudinal retrospective study included questionnaire
data and stored genital samples from 153 randomly-selected
HIV negative women from the CAPRISA 008 trial (42). The
CAPRISA 008 trial was an open-label extension trial to assess
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5 RT-PCR System (Thermo Fisher Scientific). YcDNA
concentrations were determined from a 1:4 standard curve
dilution series. The amplification of the Y-chromosome within
36 cycles was considered a positive result. The negative control
(containing no DNA) and an extraction control (PrimerDesign
Ltd, UK) were included in each run. Detection of the Ychromosome and analysis of the results was performed as
outlined in the manufacturer’s protocol (PrimerDesign Ltd, UK).
YcDNA is reported to be stable in the FGT for up to 15 days after
sex (31–33) and served as a biomarker of semen exposure in
this study.

the effectiveness of delivering tenofovir 1% gel in the context of
routine family planning services (42). The women enrolled in
this study were aged 20–44 years old, were from urban and rural
KwaZulu-Natal, and had previously participated in the parent
CAPRISA 004 efficacy trial (43). At the time of initial sampling,
all participants had not used 1% tenofovir gel for a minimum of 3
years since exiting the CAPRISA 004 trial and were subsequently
provided the tenofovir gel for use throughout the CAPRISA 008
trial, supplied either through CAPRISA clinic sites (control arm)
or through family planning services (intervention arm). Genital
specimens were collected every 6 months during the 2-year trial
period (average 5 ± 1 visits). All participants of the CAPRISA
008 trial provided informed consent for the storage of their
specimens for use in future studies (BFC237/010). This study was
approved by the Biomedical Research Ethics Committee at the
University of KwaZulu-Natal under the ethics number BE258/19.
YcDNA detection was conducted at the Medical Microbiology
Department at the University of KwaZulu-Natal, and all other
laboratory assays were conducted at the CAPRISA Mucosal
Immunology Laboratory in Durban, South Africa.

Quantification of Soluble Protein
Biomarkers of Inflammation in Genital Fluid
Concentrations of 48 cytokines, 9 matrix metalloproteinases
(MMPs), and 4 tissue inhibitors of metalloproteinases (TIMPs)
were measured in undiluted CVL supernatant specimens,
according to the manufacturer’s instructions. The concentrations
of each analyte was measured using the Bio-Plex Pro Human
Cytokine, MMP, and TIMP kits and a Bio-Plex Array Reader
(Bio-Rad Laboratories) as previously reported (3). The cytokine
panel included interleukin (IL)-1α, IL-1β, IL-2, IL-3, IL-4, IL-5,
IL-6, IL-7, IL-8, IL-9, IL-10, IL-12p40, IL-12p70, IL-13, IL-15, IL16, IL-17, IL-18, IL-1 receptor antagonist (IL-1RA), IL-2 receptor
α (IL-2Rα), cutaneous T cell attracting chemokine (CTACK),
growth related oncogene (GRO)-α, hepatocyte growth factor
(HGF), interferon (IFN)-γ, IFN-α2, leukemia inhibitory factor
(LIF), monocyte chemotactic protein (MCP)-3, macrophage
migration inhibitory factor (MIF), monokine induced by
gamma interferon (MIG), β-nerve growth factor (NGF), stem
cell factor (SCF), stem cell growth factor (SCGF)-β, stromal
cell-derived factor (SDF)-1α, tumor necrosis factor (TNF)α, TNF-β, TNF-related apoptosis-inducing ligand (TRAIL),
fibroblast growth factor (FGF)-basic, eotaxin, granulocyte
colony-stimulating factor (G-CSF), granulocyte-macrophage
(GM)-CSF, macrophage (M)-CSF, interferon gamma-induced
protein (IP)-10, MCP-1, macrophage inflammatory protein
(MIP)-1α, MIP-1β, platelet-derived growth factor BB (PDGFBB), regulated on activation, normal T cell expressed and secreted
(RANTES) and vascular endothelial growth factor (VEGF). The
MMP and TIMP panels included MMP-1, MMP-2, MMP-3,
MMP-7, MMP-8, MMP-9, MMP-10, MMP-12, MMP-13, TIMP1, TIMP-2, TIMP-3, and TIMP-4. Cytokine data were available
for all visits (n = 679), while MMP/TIMP data was only generated
at baseline (n = 145, Supplementary Figure 1). The sensitivity of
these kits ranged between 0.2 and 45.4 pg/ml for the cytokines
and between 1 and 450 pg/ml for each of the MMPs measured
in this study. Data collection was conducted using the BioPlex Manager software version 6. Sample protein concentrations
were calculated from standard curves using a five-parameter
logistic regression formula. Cytokine and MMP concentrations
below the lower limit of detection were reported as half of the
minimum concentration measured for each analyte. Likewise,
concentrations above the detectable limit were recorded as
double the maximum concentration measured for each analyte.
To reduce the impact of inter-plate variability, all CVL specimens

Specimen Collection and Processing
Genital specimens including cervical cytobrushes, cervicovaginal
lavage (CVL), and vaginal swabs were collected from the
participants at each biannual visit. The collection and processing
of CVL specimens was previously reported by Bebell et al. (44).
Briefly, a plastic bulb pipette was inserted toward the cervical os
through a lubricated speculum. A volume of 5 ml sterile saline
was inserted and allowed to bathe the cervix. The resulting
fluid accumulated at the posterior fornix and was collected
using the same pipette and dispensed into a sterile conical tube.
Thereafter the CVL specimens were transported to the CAPRISA
laboratory. At the laboratory the specimens were centrifuged,
and the supernatant was removed and stored in 1 ml aliquots
at −80◦ C.
Cervical cytobrush specimens were collected as previously
reported (45). Briefly, a Digene cervical sampler was used to
collect cervical mononuclear cells from all participants under
speculum examination. The cytobrush was inserted into the
endocervical canal and gently rotated 360◦ to collect cells from
the cervical os. The cytobrush specimens were placed into
a sterile 15 ml tube (Griener) containing transport medium
[Roswell Park Memorial Institute Medium 1640 (Sigma-Aldrich)
supplemented with 10% heat-inactivated Fetal Bovine Serum and
5 mM glutamine, penicillin, and streptomycin]. Any specimen
containing visible blood was discarded.
Vaginal swabs were collected from the posterior fornices
and lateral vaginal walls of each participant and tested for the
presence STIs and BV-associated bacteria.

Human Y-Chromosome Detection Assay
(PrimerDesign Ltd, UK)
Total DNA was extracted from stored CVL pellet specimens
using the MagNAPure LC DNA Isolation Kit I (Roche Applied
Science, Indianapolis, IN), according to the manufacturer’s
instructions. A region of the TSPY1 gene on the Y-chromosome
was amplified using the Applied Biosystems R QuantStudioTM
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collected from each participant over time were run on the same
assay plate. Intra-plate and inter-plate variability were assessed
to detect significant differences between duplicate or inter-plate
wells, respectively, and Spearman rho ≥ 0.8, and non-significant
p-values were considered acceptable.

(pg/ml), MMP/TIMP concentrations (pg/ml) and immune cell
frequencies (%)] at baseline. Soluble protein concentrations
were log10-transformed and immune cell frequencies were
converted to proportions to ensure normality. Additionally,
linear mixed models accounting for repeated measures were
used to assess the relationships between YcDNA detection and
cytokine concentrations and immune cell frequencies over time.
A generalized estimating equation (GEE) model using a logit link
and accounting for repeated measures was used to determine
the impact of semen exposure on vaginal microbe presence
over time. The unadjusted models controlled for study arm, i.e.,
CAPRISA or family planning services, and time in the study.
Multivariable models were adjusted for variables associated
with inflammation or HIV risk such as study arm, time in
study, Nugent Score, participant age, presence of STIs, the
number of vaginal sex acts in the last 30 days, and genital
inflammation status. Genital inflammation status was defined
by the median cytokine concentration across all visits for
each participant in the upper quartile of the distribution of
cytokine concentrations (as calculated using the entire dataset)
(2). Given that genital inflammation is a linear combination
of cytokines, this variable was not controlled for in cytokine
analyses. P-values were adjusted for multiple comparisons using
the Benjamini-Hochberg method. All tests were conducted at
the 5% level of significance. Statistical analyses were performed
using GraphPad Prism version 8.3.1 (GraphPad Software, San
Diego, CA), STATA version 15.0 (StataCorp., College Station,
Texas, USA), and SAS version 9.4 (SAS Institute Inc., Cary,
NC, USA).

STI and Microbe Detection
Vaginal swab specimens were used for STI and microbe
detection at the National Health Laboratory Services, Inkosi
Albert Luthuli Central Hospital Academic Complex (46).
Multiplex PCR amplification was performed on the ABI R
7500 platform from Applied Biosystems (Thermo Fisher
Scientific) and using the FTD (Fast-track diagnostics) STD9
kit according to the manufacturer’s instructions. The kit
contained primers and TaqMan probes that were designed from
highly conserved regions of genetic sequences for pathogens
associated with STIs, namely Neisseria gonorrhoeae, Chlamydia
trachomatis, Trichomonas vaginalis, Gardnerella vaginalis,
Mycoplasma genitalium, and Herpes simplex virus (HSV)1/2. Concentrations of two Lactobacilli strains, Lactobacillus
crispatus and Lactobacillus jensenii (Assay ID Ba04646245_s1,
Ba04646258_s1) and BV-associated bacteria i.e., Gardnerella
vaginalis, Prevotella bivia, BVAB2, and Atopobium vaginae
(Assay ID Ba04646236_s1, Ba04646278_s1, Ba04646229_s1,
Pa04646150_s1, respectively) were measured using Applied
BiosystemsTM TaqMan R assays. All reactions were run on an
ABI R 7500 platform from Applied Biosystems (Thermo Fisher
Scientific) RT-PCR machine. STI data was available for all visits
(n = 676), while data on BV-associated bacteria was available for
all visits but baseline (n = 534, Supplementary Figure 1). Gram
stain microscopy was used to assess for BV by Nugent Score (47).
Women were diagnosed as negative, intermediate, or having BV
(Nugent Score 0–3, 4–6, and 7–10, respectively).

RESULTS
Baseline Characteristics of the Study
Population

Investigation of Immune Cell Frequency
Cervical cytobrush specimens were used to measure the
dynamics and frequency of activated (CD38+ or HLA-DR+) or
replicating (Ki67+) T cells (CD3+CD4+ or CD3+CD8+) and
CD4+CCR5+ targets for HIV replication using multiparametric
flow cytometry. Data acquisition was conducted using a
LSRII flow cytometer (BD Immunocytometry Systems) and
analyzed using FlowJo Software version 9.9 (Tree Star, C, US).
Gates differentiating negative and positive populations were
set by fluorescence minus one staining. Specimens with a
cervical CD3+ T cell event count below 100 were excluded
from the analysis. The gating strategy is represented in
Supplementary Figure 2.

Demographic data was available for 95% (146/153) of all women
at baseline. Overall, the median age of the population was 28
years [interquartile range [IQR] 25–33 years; Table 1], with
39% of women having detectable YcDNA in their genital fluid
at baseline (57/146 women). More women with detectable
YcDNA were married (24.6 vs. 10.1%, P = 0.038), living
with their partner (33.3 vs. 16.9%, P = 0.027), and reported
seeing their partner more often (36.8 vs. 21.6%, P = 0.017)
than those without detectable YcDNA. Additionally, YcDNA
detection was associated with a higher median number of
lifetime pregnancies [median 2 (IQR 1–3) vs. median 1 (IQR
1–2), respectively, P = 0.042], and the number of vaginal sex
acts in the 30 days prior to sampling [median 5 (IQR 3–
10) vs. median 4 (IQR 2–6), respectively, P = 0.008]. Of the
women reporting to have always used a condom during sex,
31% (17/54) had detectable YcDNA in their vaginal specimens,
highlighting the discrepancies related to self-reported condom
use. Gonorrhoeae detection was significantly associated with
YcDNA detection (8.8 vs. 0%, respectively, P = 0.009). Women
with detectable YcDNA also had a higher median Nugent Score
[median 3 (IQR 1–7) vs. median 1 (IQR 0–3), respectively,
P = 0.006].

Statistical Considerations
The Shapiro-Wilk normality test was conducted to determine
the distribution of the data. The Mann-Whitney U-test was
used to compare continuous variables, and the Fisher’s exact
test was used to compare proportions between the groups at
baseline. Questionnaire data were available for 146 participants
at baseline, and linear regression models were used to investigate
the relationship between self-reported condom use (always vs.
never) and biomarkers of inflammation [cytokine concentrations
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TABLE 1 | Baseline participant characteristics by YcDNA detection in female genital specimens.
Characteristics

Level

Age (years)

Median (IQR)

28 (25–33)

29 (25–35)

28 (25–30)

0.632

Educational level [% (n)]

Primary School

39.0% (57)

43.9% (25)

36.0% (32)

0.060

HS complete

52.8% (47)

Relationship status [% (n)]

Overall (N = 146)

YcDNA+ (N = 57)

YcDNA– (N = 89)

54.1% (79)

56.1% (32)

Tertiary complete

4.8% (7)

0

7.9% (7)

Less than primary

2.1% (3)

0

3.4% (3)

Married

15.8% (23)

24.6% (14)

10.1% (9)

Stable partner

82.9% (121)

73.7% (42)

88.8% (79)

Casual Partner

P-Value

0.038

1.4% (2)

1.8% (1)

1.1% (1)

Intervention

47.3% (69)

50.9% (29)

44.9% (40)

Control

52.7% (77)

49.1% (28)

55.1% (49)

Age of regular/stable partner (years)

Median (IQR)

32 (28–37)

32 (28–38)

32 (29–36)

0.633

Number of lifetime pregnancies

Median (IQR)

2 (1–2)

2 (1–3)

1 (1–2)

0.042

Number of vaginal sex acts in the last 30 days

Median (IQR)

4 (2–8)

5 (3–10)

4 (2–6)

0.008

Partner HIV status [% (n)]

Positive

2.1% (3)

3.5% (2)

1.1% (1)

0.281

Negative

65.8% (96)

70.2% (40)

62.9% (56)

Unknown

32.2% (47)

26.3% (15)

36.0% (32)

Yes

32.8% (41/125)

27.5% (14/51)

36.5% (27/74)

No

64.8% (81/125)

70.6% (36/51)

60.8% (45/74)
2.7% (2/74)

Study arm [% (n)]

Partner circumcision [% (n/N)]

Unknown
Partner living together [% (n)]
How often do you see regular partner [% (n/N)]

2.4% (3/125)

2.0% (1/51)

Yes

23.3% (34)

33.3% (19)

16.9% (15)

No

76.7% (112)

66.7% (38)

83.1% (74)

Daily

27.6% (40/145)

36.8% (21/57)

21.6% (19/88)

Weekly

42.8% (62/145)

47.4% (27/57)

39.8% (35/88)

Monthly

26.9% (39/145)

14.0% (8/57)

35.2% (31/88)

2.8% (4/145)

1.8% (1/57)

3.4% (3/88)

Depo-provera

57.5% (84)

63.2% (36)

53.9% (48)

Oral contraceptive

21.9% (32)

17.5% (10)

24.7% (22)

Nur-isterate

14.4% (21)

8.8% (5)

18.0% (16)

6.2% (9)

10.5% (6)

3.4% (3)

Always

37.0% (54)

29.8% (17)

41.6% (37)

Sometimes

49.3% (72)

50.9% (29)

48.3% (43)

< Monthly
Contraceptive type [% (n)]

Other
Male condom use [% (n)]

HSV-2 antibodies [% (n)]

Never

13.7% (20)

19.3% (11)

10.1% (9)

Positive

88.4% (129)

86.0% (49)

89.9% (80)

Negative

9.6% (14)

8.8% (5)

10.1% (9)

Equivocal
Human Papillomavirus [% (n)]
Any STIs [% (n/N)]
Neisseria Gonorrhoeae
Chlamydia trachomatis
Trichomonas vaginalis
Mycoplasma genitalium

2.1% (3)

5.3% (3)

0

No

48.6% (71)

50.9% (29)

47.2% (42)

Yes

51.4% (75)

49.1% (28)

52.8% (47)

No

81.9% (118/144)

78.9% (45)

83.9% (73/87)

Yes

18.1% (26/144)

21.1% (12)

16.1% (14/87)

No

96.5% (139/144)

91.2% (52)

100.0% (87/87)

Yes

3.5% (5/144)

8.8% (5)

0

No

93.1% (134/144)

93.0% (53)

93.1% (81/87)

Yes

6.9% (10/144)

7.0% (4)

6.9% (6/87)

No

95.1% (137/144)

96.5% (55)

94.3% (82/87)

Yes

4.9% (7/144)

3.5% (2)

5.7% (5/87)

No

95.8% (138/144)

94.7% (54)

96.6% (84/87)

Yes

4.2% (6/144)

5.3% (3)

3.4% (3/87)

0.502

0.542

0.027
0.017

0.105

0.178

0.106

0.735
0.509
0.009
1.000
0.704
0.681

Bacterial vaginosis [% (n/N)]

Median (IQR)

2 (0–4)

3 (1–7)

1 (0–3)

0.006

Negative

0–3

74.6% (106/142)

61.4% (35/57)

83.5% (71/85)

0.001

Intermediate

4–6

10.6% (15/142)

10.5% (6/57)

10.6% (9/85)

BV

7–10

14.8% (21/142)

28.1% (16/57)

5.9% (5/85)

Significant P-values (P < 0.05) are indicated by bold font.
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Biomarkers of Inflammation Were Not
Distinguished by Self-Reported Condom
Use

Increased Detection of BV-Associated
Microbes at the FGT Linked to Semen
Exposure

Linear regression models were used to investigate the reliability
of self-reported condom use as a measure of semen exposure.
Biomarkers of female genital inflammation were compared
between women self-reporting always (n = 54) and never
using a condom (n = 20) at their baseline visit. Multivariable
linear regression models were adjusted for age, any STI,
Nugent Score, the number of vaginal sex acts in the past 30
days, randomization arm, and inflammation status. Neither
cytokine concentrations, MMP concentrations, nor immune
cell frequencies differed between the groups after multivariable
adjustments (Supplementary Tables 1–3, respectively).

GEE models were used to determine whether semen exposure
was linked to an increased presence of BV-associated microbes
at the FGT. Women with detectable YcDNA had a significantly
increased presence of P. bivia (OR=1.970; CI 1.309, 2.965; P =
0.001; Table 2) compared to those without, after adjusting for
age, any STI, the number of vaginal sex acts in the past 30 days,
inflammation status, time in study, and randomization arm. This
association between YcDNA detection and increased presence
of P. bivia maintained significance after FDR adjustments
(P = 0.007).

The Presence of Semen Was Not
Associated With Immune Cell Recruitment
at the FGT

YcDNA Detection Was Associated With
Alterations in Protein Biomarkers of
Inflammation

Since alterations in mucosal cytokines and microbial
microenvironments are associated with increased frequency
of local HIV-susceptible cells (2, 6), we assessed the impact of
semen exposure on the pool of available T cell targets at the
FGT. Linear mixed models were used to compare immune cell
frequencies between women with detectable YcDNA and those
without. Immune cell frequencies were similar between women
with detectable YcDNA in their vaginal specimens and those
without (Figure 2).

Considering the potential unreliability in self-report of condom
use, given that 31% of women who reported consistent condom
use also had YcDNA evidence of recent condomless sex (Table 1),
we determined whether a biomarker of semen exposure may be
a better indicator of immune alterations at the FGT in response
to semen. YcDNA detection within female genital specimens was
used as a biomarker of semen exposure within 15 days prior
to genital sampling (31–33). Linear mixed models were used to
compare cytokine concentrations over time and linear regression
models were used to compare MMP/TIMP concentrations
at baseline between women with detectable YcDNA (semen
exposure) and those without (no detectable semen exposure).
Women with detectable YcDNA had significantly increased
concentrations of IL-12p70 (β = 0.202; CI 0.146, 0.258; P <
0.001), IP-10 (β = 0.230; CI 0.094, 0.366; P = 0.001), MIG (β =
0.160; CI 0.052, 0.267; P = 0.004), β-NGF (β = 0.180; CI 0.048,
0.311; P = 0.008), IL-7 (β = 0.168; CI 0.099, 0.236; P < 0.001),
PDGF-BB (β = 0.062; CI 0.005, 0.120; P = 0.035), SCF (β =
0.107; CI 0.031, 0.182; P = 0.006), VEGF (β = 0.252; CI 0.186,
0.318; P < 0.001), IFN-γ (β = 0.065; CI 0.000, 0.130; P = 0.049),
IL-13 (β = 0.126; CI 0.087, 0.166; P < 0.001), IL-10 (β = 0.094; CI
0.063, 0.124; P < 0.001), and reduced concentrations of IL-18 (β
= −0.095; CI −0.184, −0.006; P = 0.036) and MIF (β = –0.166;
CI −0.259, −0.072; P = 0.001; Figure 1A) after adjusting for
age, any STI, Nugent Score, the number of vaginal sex acts in
the past 30 days, time in study, and randomization arm. These
associations between YcDNA detection and concentrations of
IL-12p70, MIF, IP-10, MIG, β-NGF, IL-7, SCF, VEGF, IL-13,
and IL-10 remained significant even after false discovery rate
(FDR) adjustments. The concentrations of MMPs and TIMPs
were compared among women with detectable YcDNA and
those without at baseline. YcDNA detection was associated with
elevated concentrations of MMP-2 (β = 0.419; CI 0.084, 0.753; P
= 0.015), and TIMP-4 (β = 0.328; CI 0.042, 0.614; P = 0.025;
Figure 1B) after adjusting for age, any STI, Nugent Score, the
number of vaginal sex acts in the past 30 days, inflammation
status, and randomization arm.
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DISCUSSION
Studies have demonstrated that semen contains several bioactive
molecules with the ability to alter vaginal flora, induce cytokine
production, and immune cell recruitment to the FGT after
condomless sex (10–13, 17, 18, 25, 48–51). However, few studies
investigated the impact of semen exposure on biomarkers of
female genital inflammation in relation to HIV acquisition risk.
Genital inflammation in women has been linked to an increased
susceptibility to HIV infection (2), if semen exposure alters
biomarkers of inflammation, then women may be at greater risk
of acquiring the virus. Here we demonstrate that semen exposure
as measured by YcDNA detection, but not self-report of condom
use, had a greater association with biomarkers of epithelial barrier
integrity and modulation of BV-associated bacteria than with the
cytokine and immune cell responses related to female genital
inflammation and HIV risk.
Traditionally, HIV prevention trials and reproductive health
studies rely greatly on self-reported data despite acknowledgment
of over-reporting (28–30, 52, 53). This study demonstrated a
high level of discordance between self-reported condom use and
the detection of semen biomarkers in vaginal specimens. In this
study, almost a third of the women reporting consistent condom
use with their partner had detectable YcDNA in their genital
specimens. The challenges associated with inaccurate reporting
of condom use among women are established and include:
consistency of condom use, incorrect condom use, condom
failure, social desirability bias, and recall bias, to name a few
(54–60). However, women without detectable YcDNA may either
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FIGURE 1 | Association between protein biomarkers of inflammation and YcDNA detection in female genital specimens. β-coefficients and corresponding P-values for
cytokine associations were determined using multivariable linear mixed models adjusting for age, any STI (C. trachomatis, N. gonorrhoeae, T. vaginalis, and M.
genitalium), Nugent Score, number of vaginal sex acts in the past 30 days, randomization arm, and time in study. β-coefficients and corresponding P-values for
MMP/TIMP associations were determined using multivariable linear regression models adjusting for age, any STI (C. trachomatis, N. gonorrhoeae, T. vaginalis, and M.
genitalium), Nugent Score, number of vaginal sex acts in the past 30 days, randomization arm, and inflammation status. β-coefficients are depicted by shapes and
error bars indicate the 95% CI. Significant P-values (P < 0.05) are indicated by filled symbols and significance after FDR adjustment is indicated by (*). (A) Cytokines
are ordered according to functions: pro-inflammatory (red circles), chemotactic (blue squares), growth/haematopoiesis (green triangles), adaptive response (purple
diamonds), and regulatory (orange hexagons) cytokines. Gray shadings represent the nine cytokines/chemokines previously associated with the definition of genital
inflammation and/or in demonstrating its association with the risk of HIV infection (2, 3). (B) MMPs are grouped according to their functions: collagenases (red circles),
gelatinases (blue squares), stromelysins (green triangles), macrophage elastase (purple diamond), matrilysin (orange hexagon), and TIMPs are represented by black
circles.

TABLE 2 | Comparison of vaginal microbes between women with and without detectable YcDNA.
Microbe

OR (95% CI)

P-Value

FDR

OR (95% CI)

Adj P-Value

FDR

L. crispatus

1.083 (0.766–1.529)

0.653

0.653

1.082 (0.763–1.534)

0.659

0.659

L. jensenii

0.752 (0.514–1.099)

0.141

0.237

0.736 (0.506–1.070)

0.109

0.189

A. vaginae

0.666 (0.379–1.171)

0.158

0.237

0.647 (0.370–1.130)

0.126

0.189

BVAB2

1.141 (0.797–1.633)

0.472

0.566

1.136 (0.792–1.631)

0.489

0.586

G. vaginalis

1.427 (0.990–2.058)

0.057

0.171

1.362 (0.942–1.968)

0.100

0.189

P. bivia

1.954 (1.312–2.911)

0.001

0.006

1.970 (1.309–2.965)

0.001

0.007

OR and 95% CI were determined using a GEE model with a logit link to account for repeated measures. The unadjusted model controlled for randomization arm and time. The adjusted
model additionally controlled for age, the number of vaginal sex acts in the past 30 days, any STI (C. trachomatis, N. gonorrhoeae, T. vaginalis, M. genitalium), and inflammation status.
Significant P-values (P < 0.05) are indicated by bold font.

YcDNA detection was associated with marital status, a higher
median number of reported vaginal sex acts in the past 30 days,
living with or often seeing a partner, and a higher number of
lifetime pregnancies compared to YcDNA negative women. The
increased presence of semen markers in CVLs from women
in stable relationships may be due to several factors, including

represent those who did use condoms, those who abstained from
sex within 15 days, or those who had condomless sex later than 15
days prior to genital sampling. Condom use was over-reported in
this study, highlighting the need for routine objective screening
for the presence of semen as a biomarker of condomless sex in
future HIV prevention studies.
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FIGURE 2 | Association between immune cell frequencies and YcDNA detection in female genital specimens. β-coefficients and corresponding P-values were
determined using multivariable linear mixed models adjusted for age, any STI (C. trachomatis, N. gonorrhoeae, T. vaginalis, and M. genitalium), Nugent Score, number
of vaginal sex acts in the past 30 days, inflammation status, time in study, and randomization arm. β-coefficients are depicted by shapes and error bars indicate the
95% CI. 1 Activation refers to cells expressing CCR5, HLA-DR and/or CD38.

reduced HIV/STI risk perception and/or an inability to negotiate
condom use (61), and late use or early removal of condoms.
Additionally, a greater frequency of coital episodes has been
associated with increased odds of condomless sex in women (62).
A greater number of coital acts with an infected partner may
also increase the potential for exposure to sexually transmitted
pathogens. Here, gonorrhoeae was associated with YcDNA
detection in women. Gonorrhoeae is sexually-transmitted and
condomless sexual intercourse with an infected partner is a major
risk factor for acquiring the infection (63). However, YcDNA
detection was not associated with the other STIs measured, which
may be due to a relatively low prevalence of each STI (NG, CT,
TV, and MG) in this study. Women with detectable YcDNA in
their genital specimens also had a significantly higher median
Nugent Score, suggesting that condomless sex is associated with
alterations in the vaginal microbiome. These findings are highly
consistent with another study reporting that Nugent Scores were
significantly associated with the presence of semen in vaginal
specimens (64).
Here we investigated the impact of semen exposure on
biomarkers of inflammation associated with HIV acquisition
in women. YcDNA detection in female genital specimens
was used as a biomarker of semen exposure within 15 days
of genital sampling (31–33). YcDNA detection at the FGT
predicted significantly higher levels of 11/48 cytokines, and
with reduced concentrations of two, IL-18, and MIF. Increased
concentrations of IL-18 and MIF have previously been implicated
in male infertility and reduced sperm motility (65, 66). During
reproduction, altered immune responses at the FGT may

Frontiers in Reproductive Health | www.frontiersin.org

promote reduced concentrations of these cytokines to facilitate
conception. The increase in concentrations of several cytokines
is consistent with other studies reporting that semen exposure
is associated with cytokine upregulation at the FGT (9, 10,
12, 13, 67). Here, semen exposure was associated with both
a pro-inflammatory (IFN-γ, IL-12p70, and IP-10) and antiinflammatory (IL-10) immune response at the FGT (2, 68, 69).
These data support the potential for an initial inflammatory
response at the FGT required for embryo implantation and
removal of defective sperm, followed by a quick shift to an antiinflammatory immune response defined by the secretion of IL10, which may function to promote tolerance to the paternal
antigens (14, 15, 25, 70–73). Further, increased concentrations
of MIP-1α, MIP-1β, IP-10, and IL-8 have previously been
associated with HIV risk in the CAPRISA 004 trial (2). Of
these, YcDNA detection was associated only with significant
increases in IP-10 in this study, suggesting a limited relationship
between semen exposure and those cytokines commonly known
to increase the risk of HIV acquisition in women. However,
considering that YcDNA is detectable up to 15 days after semen
exposure, a biomarker of more recent semen exposure may better
characterize the initial pro-inflammatory cytokine response at the
FGT which may have implications for HIV risk.
An intact epithelial barrier is a primary host defense against
HIV entry and infection. MMPs are proteolytic zinc-dependent
enzymes responsible for the degradation and remodeling of the
epithelial barrier and have been associated with elevated genital
cytokine concentrations (4, 74). YcDNA detection was associated
with significant increases in MMP-2 and its regulator TIMP-4.
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TIMP-4 was likely upregulated at the FGT in response to the
high concentrations of MMP-2, since it prevents the activity
of MMP-1, MMP-2, MMP-3, MMP-7, and MMP-9 (75, 76).
Friction during sexual intercourse has also been associated with
microabrasions at the FGT (22, 23). Increased production of
MMPs and TIMPs in response to semen exposure and/or friction
during condomless sex may compromise the integrity of the
female genital epithelial barrier, thereby facilitating HIV entry
and access to local target cells. In support of this hypothesis,
several studies have demonstrated increased HIV incidence
among women with reduced epithelial barrier integrity (77–
80). Given that MMPs/TIMPs are only a small subset of
proteins that function in maintaining epithelial barrier integrity,
further studies are needed using an expanded panel of barrier
proteins to reliably assess the impact of condomless sex on the
vaginal epithelium.
Recent studies have suggested that vaginal bacteria can also
contribute to genital inflammation known to increase HIV risk
in women (5, 6). Here, semen exposure was associated with a
significantly increased presence of P. bivia at the FGT. Semen has
an alkaline pH and raises the acidic pH of the vagina to 7.0 or
higher after sexual intercourse without a condom, this may favor
the growth of BV-associated microbes (20, 81). Additionally,
semen also contains a diverse array of microbial communities
that have the potential to alter the vaginal microbial composition
(17–19). A study conducted in young South African women
demonstrated that a diverse vaginal microbiome dominated by
anaerobic bacteria was associated with a 4-fold greater risk of
acquiring HIV (6). Given that YcDNA detection was associated
with an increased presence of Prevotella, which has previously
been related to HIV risk (6), semen-induced alterations in the
vaginal microbiome may have implications for HIV susceptibility
in women.
Since HIV requires access to local target cells to establish
productive infection, we assessed the impact of YcDNA detection
on endocervical T cell frequencies. Here, YcDNA detection was
not associated with significant alterations in HIV target cell
frequencies at the FGT. This lack of an association between
YcDNA detection and endocervical T cell alterations may be due
to the longer range of semen detection. Additionally, Th17 cells
that are preferential targets for HIV infection (82) and Treg cell
populations which may be induced by semen for tolerance to the
paternal antigens (16, 83, 84), were not assessed in this study.
The strength of this study lies in the abundance of
immunological and microbial data to assess the impact of semen
exposure on the FGT in longitudinal analyses. Few studies
have investigated the impact of semen exposure at the FGT
in the context of HIV. Here, we used a biomarker of semen
exposure to reliably assess the impact of condomless sex on
multiple biomarkers of inflammation, including those previously
associated with HIV risk in women. However, considering
potential variations in immune alterations during a period of up
to 15 days after semen exposure, comparisons with a biomarker
of more recent semen exposure may be required to better assess
semen-induced alterations at the FGT. This study was limited
by the yield of cervix-derived T cells required to assess both
immune activation and regulation, and further investigation is
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necessary to determine whether YcDNA detection is associated
with alterations in endocervical Treg and Th17 cell populations.
Here, common BV-associated microbes were assessed using PCR
which limits the detection of semen-associated alterations to
those specific microbes. The use of 16S rRNA gene sequencing
may provide a more comprehensive picture of the impact of
semen exposure on the vaginal microbiome. The study was
limited in the ability to control for other factors associated
with alterations in the immune and microbial environments
of the FGT, including the use of vaginal insertive products,
menstruation, contraceptive use, etc. Nonetheless, this study
demonstrates that semen exposure is associated with immune
and microbial changes at the FGT that may have implications for
HIV susceptibility in women, and additional studies are required
to further characterize these alterations, assess their robustness,
and confirm the relative impact on HIV risk.
Here, YcDNA detection, but not self-report of condom use,
was associated with shifts in the immune and microbial profiles
of the FGT. Although this biomarker of condomless sex <15
days of sampling was not generally associated with the cytokines
and immune cells commonly implicated in raised HIV risk, it
was, however, associated with biomarkers of epithelial barrier
integrity and an increased presence of P.bivia which may still
have implications for HIV susceptibility in women. This study
provides insight into the impact of semen exposure on the FGT
and underscores the importance of further studies to better
understand the kinetics of these alterations following semen
exposure. Taken together, this study emphasizes the reliability
of biomarkers of semen exposure over self-report in analyses
of female genital immunity and highlights the importance of
incorporating biomarkers of semen exposure and controlling for
such evidence of condomless sex in future STI/HIV prevention
studies. Understanding the specific contribution of semen to a
vaginal immune environment conducive to HIV infection may
advise the design of targeted biomedical approaches to prevent
HIV infection in women.

DATA AVAILABILITY STATEMENT
The raw data supporting the conclusions of this article will be
made available by the authors, without undue reservation.

ETHICS STATEMENT
The studies involving human participants were reviewed and
approved by The Biomedical Research Ethics Committee at the
University of KwaZulu-Natal. The patients/participants provided
their written informed consent to participate in this study.

AUTHOR CONTRIBUTIONS
JJ, SN, and LL contributed to the conception and design of the
study. JJ, LL, AM, and RS performed the experiments. JJ, LL,
and FO analyzed and interpreted the data. JJ, SN, LL, J-AP, QA,
LM, and SA wrote the manuscript. All authors contributed to the
article and approved the submitted version.

9

November 2020 | Volume 2 | Article 566559

Jewanraj et al.

Semen and Biomarkers of HIV Risk

FUNDING

and an African Academy of Sciences and Royal Society FLAIR
Fellowship awarded to LL. JJ was funded by the DSI-NRF CoE in
HIV Prevention at CAPRISA. JJ received the College of Health
Science Scholarship from the University of KwaZulu-Natal for
laboratory running costs.

The CAPRISA 008 tenofovir gel open-label extension trial
was supported by CAPRISA, CONRAD (PPA-12-143 and
PPA-12-144) (Trial Sponsor) under a Cooperative Agreement
(GPO-A-00-08-00005-00) with the United States Agency for
International Development (USAID) under the United States
President’s Emergency Plan for AIDS Relief (PEPFAR), the
South African Department of Science and Technology (DST)
through the Technology Innovation Agency (TIA), and the
MACAIDS Fund through the Tides Foundation (Grant # TFR1101545). This study was funded by the National Institutes of
Health (R01AI111936 to J-AP), the Department of Science
and Innovation—National Research Foundation (DSI-NRF)
Center of Excellence (CoE, Grant 96354) in HIV Prevention
at CAPRISA, and by a SANTHE Path to Independence award

ACKNOWLEDGMENTS
We would like to thank all study participants and CAPRISA staff
for making the CAPRISA 008 trial possible.

SUPPLEMENTARY MATERIAL
The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/frph.
2020.566559/full#supplementary-material

REFERENCES

14. Robertson SA, Guerin LR, Bromfield JJ, Branson KM, Ahlstrom AC, Care AS.
Seminal fluid drives expansion of the CD4+CD25+ T regulatory cell pool
and induces tolerance to paternal alloantigens in mice. Biol Reprod. (2009)
80:1036–45. doi: 10.1095/biolreprod.108.074658
15. Munoz-Suano A, Hamilton AB, Betz AG. Gimme shelter:
the immune system during pregnancy. Immunol Rev. (2011)
241:20–38. doi: 10.1111/j.1600-065X.2011.01002.x
16. Robertson SA, Ingman WV, O’Leary S, Sharkey DJ, Tremellen
KP. Transforming growth factor beta–a mediator of immune
deviation in seminal plasma. J Reprod Immunol. (2002) 57:109–
28. doi: 10.1016/S0165-0378(02)00015-3
17. Mandar R, Punab M, Borovkova N, Lapp E, Kiiker R, Korrovits P, et al.
Complementary seminovaginal microbiome in couples. Res Microbiol. (2015)
166:440–7. doi: 10.1016/j.resmic.2015.03.009
18. Mandar R, Turk S, Korrovits P, Ausmees K, Punab M. Impact of sexual
debut on culturable human seminal microbiota. Andrology. (2018) 6:510–
2. doi: 10.1111/andr.12482
19. Hou D, Zhou X, Zhong X, Settles ML, Herring J, Wang L, et al. Microbiota
of the seminal fluid from healthy and infertile men. Fertil Steril. (2013)
100:1261–9. doi: 10.1016/j.fertnstert.2013.07.1991
20. Bouvet JP, Grésenguet G, Bélec L. Vaginal pH neutralization by semen
as a cofactor of HIV transmission. Clin Microbiol Infect. (1997) 3:19–
23. doi: 10.1111/j.1469-0691.1997.tb00246.x
21. Mitchell C, Manhart LE, Thomas KK, Agnew K, Marrazzo JM. Effect of
sexual activity on vaginal colonization with hydrogen peroxide-producing
lactobacilli and Gardnerella vaginalis. Sex Transm Dis. (2011) 38:1137–
44. doi: 10.1097/OLQ.0b013e31822e6121
22. Norvell MK, Benrubi GI, Thompson RJ. Investigation of microtrauma after
sexual intercourse. J Reprod Med. (1984) 29:269–71.
23. Astrup BS, Ravn P, Lauritsen J, Thomsen JL. Nature, frequency
and duration of genital lesions after consensual sexual intercourse–
implications for legal proceedings. Forensic Sci Int. (2012)
219:50–6. doi: 10.1016/j.forsciint.2011.11.028
24. Sharkey DJ, Macpherson AM, Tremellen KP, Mottershead DG,
Gilchrist RB, Robertson SA. TGF-β mediates proinflammatory seminal
fluid signaling in human cervical epithelial cells. J Immunol. (2012)
189:1024–35. doi: 10.4049/jimmunol.1200005
25. Robertson SA, Guerin LR, Moldenhauer LM, Hayball JD. Activating T
regulatory cells for tolerance in early pregnancy - the contribution of
seminal fluid. J Reprod Immunol. (2009) 83:109–16. doi: 10.1016/j.jri.2009.
08.003
26. Gerozissis K, Jouannet P, Soufir JC, Dray F. Origin of prostaglandins in human
semen. J Reprod Fertil. (1982) 65:401–4. doi: 10.1530/jrf.0.0650401
27. Skibinski G, Kelly RW, Harrison CM, McMillan LA, James K. Relative
immunosuppressive activity of human seminal prostaglandins. J Reprod
Immunol. (1992) 22:185–95. doi: 10.1016/0165-0378(92)90015-V

1. UNAIDS. Women and Girls and HIV, Geneva (2018).
2. Masson L, Passmore JA, Liebenberg LJ, Werner L, Baxter C, Arnold KB, et al.
Genital inflammation and the risk of HIV acquisition in women. Clin Infect
Dis. (2015) 61:260–9. doi: 10.1093/cid/civ298
3. McKinnon LR, Liebenberg LJ, Yende-Zuma N, Archary D, Ngcapu S, Sivro
A, et al. Genital inflammation undermines the effectiveness of tenofovir
gel in preventing HIV acquisition in women. Nat Med. (2018) 24:491–
6. doi: 10.1038/nm.4506
4. Arnold KB, Burgener A, Birse K, Romas L, Dunphy LJ, Shahabi K, et al.
Increased levels of inflammatory cytokines in the female reproductive tract
are associated with altered expression of proteases, mucosal barrier proteins,
and an influx of HIV-susceptible target cells. Mucosal Immunol. (2016) 9:194–
205. doi: 10.1038/mi.2015.51
5. Anahtar MN, Byrne EH, Doherty KE, Bowman BA, Yamamoto HS,
Soumillon M, et al. Cervicovaginal bacteria are a major modulator of host
inflammatory responses in the female genital tract. Immunity. (2015) 42:965–
76. doi: 10.1016/j.immuni.2015.04.019
6. Gosmann C, Anahtar MN, Handley SA, Farcasanu M, Abu-Ali G, Bowman
BA, et al. Lactobacillus-deficient cervicovaginal bacterial communities are
associated with increased HIV acquisition in Young South African women.
Immunity. (2017) 46:29–37. doi: 10.1016/j.immuni.2016.12.013
7. Klatt NR, Cheu R, Birse K, Zevin AS, Perner M, Noel-Romas L, et al.
Vaginal bacteria modify HIV tenofovir microbicide efficacy in African women.
Science. (2017) 356:938–45. doi: 10.1126/science.aai9383
8. Royce RA, Seña A, Cates W, Cohen MS. Sexual transmission of HIV. N Engl J
Med. (1997) 336:1072–8. doi: 10.1056/NEJM199704103361507
9. Sharkey DJ, Macpherson AM, Tremellen KP, Robertson SA. Seminal plasma
differentially regulates inflammatory cytokine gene expression in human
cervical and vaginal epithelial cells. Mol Hum Reprod. (2007) 13:491–
501. doi: 10.1093/molehr/gam028
10. Sharkey DJ, Tremellen KP, Jasper MJ, Gemzell-Danielsson K, Robertson SA.
Seminal fluid induces leukocyte recruitment and cytokine and chemokine
mRNA expression in the human cervix after coitus. J Immunol. (2012)
188:2445–54. doi: 10.4049/jimmunol.1102736
11. Robertson SA. Seminal plasma and male factor signalling in
the female reproductive tract. Cell Tissue Res. (2005) 322:43–
52. doi: 10.1007/s00441-005-1127-3
12. Denison FC, Grant VE, Calder AA, Kelly RW. Seminal plasma components
stimulate interleukin-8 and interleukin-10 release. Mol Hum Reprod. (1999)
5:220–6. doi: 10.1093/molehr/5.3.220
13. Rametse CL, Adefuye AO, Olivier AJ, Curry L, Gamieldien H, Burgers
WA, et al. Inflammatory cytokine profiles of semen influence cytokine
responses of cervicovaginal epithelial cells. Front Immunol. (2018)
9:2721. doi: 10.3389/fimmu.2018.02721

Frontiers in Reproductive Health | www.frontiersin.org

10

November 2020 | Volume 2 | Article 566559

Jewanraj et al.

Semen and Biomarkers of HIV Risk

46. Singh R, Ramsuran V, Mitchev N, Niehaus AJ, Han KSS, Osman F, et al.
Assessing a diagnosis tool for bacterial vaginosis. Eur J Clin Microbiol Infect
Dis. (2020) 39:1481–5. doi: 10.1007/s10096-020-03862-3
47. Nugent RP, Krohn MA, Hillier SL. Reliability of diagnosing bacterial vaginosis
is improved by a standardized method of gram stain interpretation. J Clin
Microbiol. (1991) 29:297–301. doi: 10.1128/JCM.29.2.297-301.1991
48. Robertson SA. Seminal fluid signaling in the female reproductive tract:
lessons from rodents and pigs. J. Anim. Sci. (2007) 85(Suppl. 13):E36–
44. doi: 10.2527/jas.2006-578
49. Olivier AJ, Masson L, Ronacher K, Walzl G, Coetzee D, Lewis
DA, et al. Distinct cytokine patterns in semen influence local
HIV shedding and HIV target cell activation. J Infect Dis. (2014)
209:1174–84. doi: 10.1093/infdis/jit649
50. Politch JA, Tucker L, Bowman FP, Anderson DJ. Concentrations and
significance of cytokines and other immunologic factors in semen of healthy
fertile men. Hum Reprod. (2007) 22:2928–35. doi: 10.1093/humrep/dem281
51. Zozaya M, Ferris MJ, Siren JD, Lillis R, Myers L, Nsuami MJ, et
al. Bacterial communities in penile skin, male urethra, and vaginas of
heterosexual couples with and without bacterial vaginosis. Microbiome. (2016)
4:16. doi: 10.1186/s40168-016-0161-6
52. Turner CF, Miller HG. Zenilman’s anomaly reconsidered: fallible reports,
ceteris paribus, and other hypotheses. Sex Transm Dis. (1997) 24:522–
7. doi: 10.1097/00007435-199710000-00005
53. Weinhardt LS, Forsyth AD, Carey MP, Jaworski BC, Durant LE. Reliability and
validity of self-report measures of HIV-related sexual behavior: progress since
1990 and recommendations for research and practice. Arch Sex Behav. (1998)
27:155–80. doi: 10.1023/A:1018682530519
54. Beksinska ME, Smit JA, Mantell JE. Progress and challenges to male
and female condom use in South Africa. Sex Health. (2012) 9:51–
8. doi: 10.1071/SH11011
55. Harrison A, Cleland J, Frohlich J. Young people’s sexual partnerships in
KwaZulu-Natal, South Africa: patterns, contextual influences, and HIV risk.
Stud Fam Plann. (2008) 39:295–308. doi: 10.1111/j.1728-4465.2008.00176.x
56. Pettifor AE, Rees HV, Kleinschmidt I, Steffenson AE, MacPhail C, HlongwaMadikizela L, et al. Young people’s sexual health in South Africa: HIV
prevalence and sexual behaviors from a nationally representative household
survey. AIDS. (2005) 19:1525–34. doi: 10.1097/01.aids.0000183129.16830.06
57. Taylor M, Dlamini SB, Nyawo N, Huver R, Jinabhai CC, de Vries H. Reasons
for inconsistent condom use by rural South African high school students. Acta
Paediatr. (2007) 96:287–91. doi: 10.1111/j.1651-2227.2007.00060.x
58. Maharaj P, Cleland J. Condoms become the norm in the sexual culture of
college students in Durban, South Africa. Reprod Health Matters. (2006)
14:104–212. doi: 10.1016/S0968-8080(06)28253-3
59. Moyo W, Levandowski BA, MacPhail C, Rees H, Pettifor A, et al. Consistent
condom use in South African youth’s most recent sexual relationships. AIDS.
(2008) 12:431–40. doi: 10.1007/s10461-007-9343-3
60. Turner AN, De Kock AE, Meehan-Ritter A, Blanchard K, Sebola MH, Hoosen
AA, et al. Many vaginal microbicide trial participants acknowledged they
had misreported sensitive sexual behavior in face-to-face interviews. J Clin
Epidemiol. (2009) 62:759–65. doi: 10.1016/j.jclinepi.2008.07.011
61. Osuafor GN, Ayiga N. Risky married and cohabiting women and its
implication for sexually transmitted infections in Mahikeng, South Africa. Sex
Cult. (2016) 20:805–23. doi: 10.1007/s12119-016-9360-3
62. Peipert JF, Lapane KL, Allsworth JE, Redding CA, Blume JL, Lozowski F, et
al. Women at risk for sexually transmitted diseases: correlates of intercourse
without barrier contraception. Am J Obstet Gynecol. (2007) 197:474.e1–
8. doi: 10.1016/j.ajog.2007.03.032
63. Dela H, Attram N, Behene E, Kumordjie S, Addo KK, Nyarko
EO, et al. Risk factors associated with gonorrhea and chlamydia
transmission in selected health facilities in Ghana. BMC Infect Dis. (2019)
19:425. doi: 10.1186/s12879-019-4035-y
64. Jespers V, Crucitti T, Menten J, Verhelst R, Mwaura M, Mandaliya K, et al.
Prevalence and correlates of bacterial vaginosis in different sub-populations
of women in sub-Saharan Africa: a cross-sectional study. PLoS ONE. (2014)
9:e109670. doi: 10.1371/journal.pone.0109670
65. Frenette G, Légaré C, Saez F, Sullivan R. Macrophage migration inhibitory
factor in the human epididymis and semen. Mol Hum Reprod. (2005) 11:575–
82. doi: 10.1093/molehr/gah197

28. Zenilman JM, Weisman CS, Rompalo AM, Ellish N, Upchurch
DM, Hook EWIII, et al. Condom use to prevent incident STDs:
the validity of self-reported condom use. Sex Transm Dis. (1995)
22:15–21. doi: 10.1097/00007435-199501000-00003
29. Stuart GS, Grimes DA. Social desirability bias in family
planning studies: a neglected problem. Contraception. (2009)
80:108–12. doi: 10.1016/j.contraception.2009.02.009
30. Schroder KE, Carey MP, Vanable PA. Methodological challenges in research
on sexual risk behavior: II. Accuracy of self-reports. Ann Behav Med. (2003)
26:104–23. doi: 10.1207/S15324796ABM2602_03
31. Zenilman JM, Yuenger J, Galai N, Turner CF, Rogers SM. Polymerase chain
reaction detection of Y chromosome sequences in vaginal fluid: preliminary
studies of a potential biomarker for sexual behavior. Sex Transm Dis. (2005)
32:90–4. doi: 10.1097/01.olq.0000149668.08740.91
32. Brotman RM, Melendez JH, Smith TD, Galai N, Zenilman JM. Effect
of menses on clearance of Y-chromosome in vaginal fluid: implications
for a biomarker of recent sexual activity. Sex Transm Dis. (2010) 37:1–
4. doi: 10.1097/OLQ.0b013e3181b5f15d
33. Thurman A, Jacot T, Melendez J, Kimble T, Snead M, Jamshidi R, et al.
Assessment of the vaginal residence time of biomarkers of semen exposure.
Contraception. (2016) 94:512–20. doi: 10.1016/j.contraception.2016.05.012
34. Chomont N, Grésenguet G, Hocini H, Becquart P, Matta M, Andreoletti
L, et al. Polymerase chain reaction for Y chromosome to detect
semen in cervicovaginal fluid: a prerequisite to assess HIV-specific
vaginal immunity and HIV genital shedding. AIDS. (2001) 15:801–
2. doi: 10.1097/00002030-200104130-00018
35. Chomont N, Grésenguet G, Lévy M, Hocini H, Becquart P, Matta M, et al.
Detection of Y chromosome DNA as evidence of semen in cervicovaginal
secretions of sexually active women. Clin Diagn Lab Immunol. (2001) 8:955–
8. doi: 10.1128/CDLI.8.5.955-958.2001
36. Roewer L. Y chromosome STR typing in crime casework. Forensic Sci Med
Pathol. (2009) 5:77–84. doi: 10.1007/s12024-009-9089-5
37. Jadack RA, Yuenger J, Ghanem KG, Zenilman J. Polymerase chain reaction
detection of Y-chromosome sequences in vaginal fluid of women accessing
a sexually transmitted disease clinic. Sex Transm Dis. (2006) 33:22–
5. doi: 10.1097/01.olq.0000194600.83825.81
38. Kastelic V, Budowle B, Drobnic K. Validation of SRY marker
for forensic casework analysis. J Forensic Sci. (2009) 54:551–
5. doi: 10.1111/j.1556-4029.2009.01007.x
39. Reynolds R, Varlaro J. Gender determination of forensic samples using PCR
amplification of ZFX/ZFYgene sequences. J Forensic Sci. (1996) 41:279–
86. doi: 10.1520/JFS15427J
40. Sullivan KM, Mannucci A, Kimpton CP, Gill PA. Rapid and quantitative
DNA sex test: fluorescence-based PCR analysis of X-Y homologous gene
amelogenin. BioTechniques. (1993) 15:636–48, 640–1.
41. Jacot TA, Zalenskaya I, Mauck C, Archer DF, Doncel GF. TSPY4 is a novel
sperm-specific biomarker of semen exposure in human cervicovaginal fluids;
potential use in HIV prevention and contraception studies. Contraception.
(2013) 88:387–95. doi: 10.1016/j.contraception.2012.11.022
42. Mansoor LE, Yende-Zuma N, Baxter C, Mngadi KT, Dawood H, Gengiah
TN, et al. Integrated provision of topical pre-exposure prophylaxis in routine
family planning services in South Africa: a non-inferiority randomized
controlled trial. J Int AIDS Soc. (2019) 22:e25381. doi: 10.1002/jia2.
25381
43. Abdool Karim Q, Abdool Karim SS, Frohlich JA, Grobler AC, Baxter C,
Mansoor LE, et al. Effectiveness and safety of tenofovir gel, an antiretroviral
microbicide, for the prevention of HIV infection in women. Science. (2010)
329:1168–74. doi: 10.1126/science.1193748
44. Bebell LM, Passmore JA, Williamson C, Mlisana K, Iriogbe I, van
Loggerenberg F, et al. Relationship between levels of inflammatory
cytokines in the genital tract and CD4+ cell counts in women with
acute HIV-1 Infection. J Infect Dis. (2008) 198:710–4. doi: 10.1086/
590503
45. Nkwanyana NN, Gumbi PP, Roberts L, Denny L, Hanekom W, Soares
A, et al. Impact of human immunodeficiency virus 1 infection and
inflammation on the composition and yield of cervical mononuclear
cells in the female genital tract. Immunology. (2009) 128(Suppl. 1):e746–
57. doi: 10.1111/j.1365-2567.2009.03077.x

Frontiers in Reproductive Health | www.frontiersin.org

11

November 2020 | Volume 2 | Article 566559

Jewanraj et al.

Semen and Biomarkers of HIV Risk

66. Zeinali M, Hadian Amree A, Khorramdelazad H, Karami H, Abedinzadeh
M. Inflammatory and anti-inflammatory cytokines in the seminal
plasma of infertile men suffering from varicocele. Andrologia. (2017)
49:e12685. doi: 10.1111/and.12685
67. Introini A, Bostrom S, Bradley F, Gibbs A, Glaessgen A, Tjernlund
A, et al. Seminal plasma induces inflammation and enhances HIV1 replication in human cervical tissue explants. PLoS Pathog. (2017)
13:e1006402. doi: 10.1371/journal.ppat.1006402
68. Asnagli H, Murphy KM. Stability and commitment in T
helper cell development. Curr Opin Immunol. (2001) 13:242–
7. doi: 10.1016/S0952-7915(00)00210-7
69. Palmer EM, van Seventer GA. Human T helper cell differentiation is
regulated by the combined action of cytokines and accessory cell-dependent
costimulatory signals. J Immunol. (1997) 158:2654–62.
70. Dekel N, Gnainsky Y, Granot I, Racicot K, Mor G. The role of inflammation
for a successful implantation. Am J Reprod Immunol. (2014) 72:141–
7. doi: 10.1111/aji.12266
71. Gnainsky Y, Granot I, Aldo PB, Barash A, Or Y, Schechtman E, et
al. Local injury of the endometrium induces an inflammatory response
that promotes successful implantation. Fertil Steril. (2010) 94:2030–
6. doi: 10.1016/j.fertnstert.2010.02.022
72. Mucida D, Cheroutre H. The many face-lifts of CD4 T helper cells.
Adv Immunol. (2010) 107:139–52. doi: 10.1016/B978-0-12-381300-8.
00005-8
73. Robertson SA, Sharkey DJ. The role of semen in induction of
maternal immune tolerance to pregnancy. Semin Immunol. (2001)
13:243–54. doi: 10.1006/smim.2000.0320
74. Mastroianni CM, Liuzzi GM. Matrix metalloproteinase dysregulation in HIV
infection: implications for therapeutic strategies. Trends Mol Med. (2007)
13:449–59. doi: 10.1016/j.molmed.2007.09.001
75. Liu YE, Wang M, Greene J, Su J, Ullrich S, Li H, et al. Preparation
and characterization of recombinant tissue inhibitor of metalloproteinase
4 (TIMP-4). J Biol Chem. (1997) 272:20479–83. doi: 10.1074/jbc.272.33.
20479
76. Bigg HF, Shi YE, Liu YE, Steffensen B, Overall CM. Specific, high affinity
binding of tissue inhibitor of metalloproteinases-4 (TIMP-4) to the COOHterminal hemopexin-like domain of human gelatinase A TIMP-4 binds

Frontiers in Reproductive Health | www.frontiersin.org

77.
78.

79.
80.

81.

82.

83.
84.

progelatinase A and the COOH-terminal domain in a similar manner to
TIMP-2. J Biol Chem. (1997) 272:15496–500. doi: 10.1074/jbc.272.24.15496
Hladik F, McElrath MJ. Setting the stage: host invasion by HIV. Nat Rev
Immunol. (2008) 8:447–57. doi: 10.1038/nri2302
Miller CJ, Li Q, Abel K, Kim EY, Ma ZM, Wietgrefe S, et
al. Propagation and dissemination of infection after vaginal
transmission of simian immunodeficiency virus. J Virol. (2005)
79:9217–27. doi: 10.1128/JVI.79.14.9217-9227.2005
Anderson DJ. Finally, a macaque model for cell-associated SIV/HIV vaginal
transmission. J Infect Dis. (2010) 202:333–6. doi: 10.1086/653620
Hladik F, Doncel GF. Preventing mucosal HIV transmission with topical
microbicides: challenges and opportunities. Antiviral Res. (2010) 88(Suppl.
1):S3–9. doi: 10.1016/j.antiviral.2010.09.011
Fox CA, Meldrum SJ, Watson BW. Continuous measurement by radiotelemetry of vaginal pH during human coitus. J Reprod Fertil. (1973) 33:69–
75. doi: 10.1530/jrf.0.0330069
Stieh DJ, Matias E, Xu H, Fought AJ, Blanchard JL, Marx PA, et
al. Th17 cells are preferentially infected very early after vaginal
transmission of SIV in macaques. Cell Host Microbe. (2016)
19:529–40. doi: 10.1016/j.chom.2016.03.005
Sakaguchi S. Regulatory T cells: key controllers of immunologic self-tolerance.
Cell. (2000) 101:455–8. doi: 10.1016/S0092-8674(00)80856-9
Shevach EM. CD4+ CD25+ suppressor T cells: more questions than answers.
Nat Rev Immunol. (2002) 2:389–400. doi: 10.1038/nri821

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.
Copyright © 2020 Jewanraj, Ngcapu, Osman, Mtshali, Singh, Mansoor, Abdool
Karim, Abdool Karim, Passmore and Liebenberg. This is an open-access article
distributed under the terms of the Creative Commons Attribution License (CC BY).
The use, distribution or reproduction in other forums is permitted, provided the
original author(s) and the copyright owner(s) are credited and that the original
publication in this journal is cited, in accordance with accepted academic practice.
No use, distribution or reproduction is permitted which does not comply with these
terms.

12

November 2020 | Volume 2 | Article 566559

